Koa Ha
OnaHke

28.196.
28.152.
27.103.
27.91.
27.107.
27.106.
27.108.
28.111.
27.113.
28.480.
28.482.
28.222.
27.104.
27.4.
28.256.
28.110.
27.1.
28.151.
28.255.
28.357.
27.50.
28.227.
28.322.
28.100.
28.221.
28.184.
28.212.
28.439.
28.481.
27.3.
28.101.1.
27.87.
28.153.
28.240.
27.102.
28.382.
27.56.
28.479.
27.55.
27.25.
28.254.
27.69.
28.235.2.
28.235.
28.356.
27.93.
27.54.
28.239.
28.478.
28.194.
27.57.
28.228.
50.2.1368.

27.92.
27.5.
27.21.

28.193.
28.104.

ApTUKyn

compl28.196_MK
compl28.152_MK
compl27.103_MK
AFS_MK
fibmaxur

fibtestur
Comp27.108_MK
comp28.111_MK
Comp27.113_MK
compl28.480_MK
compl28.482_MK
compl28.222_MK
Vypad_Volos_MK
CLX_KOUG_MK
compl28.256_MK
comp28.110_MK
GOSP_MK
compl28.151_MK
compl28.255_MK
compl28.357_MK
compl27.50_MK
comp28.227_MK
compl28.322_MK
CLX ishem_MK
compl28.221_MK
compl28.184_MK
compl28.212_MK
compl28.439_MK
compl28.481_MK
CLX lipid_MK
comp28.101.1_M
Meta_Profile_MK
compl28.153 MK
compl28.240_MK
Osteoporoz_MK
compl28.382_MK
Complex27.56_M
compl28.479_MK
Complex27.55_M
Comp27.25_MK
compl28.254 MK
compl27.69_MK
compl28.235.2_M
compl28.235_MK
compl28.356_MK
Sah_Diabet_ MK
Complex27.54_M
compl28.239_MK
compl28.478 MK
compl28.194 MK
compl27.57_MK
compl28.228_MK
TesFr_FAlI

Celiakia_ MK
CLX CHIT
Comp27.21_MK

Comp.28.193_MK
Comp.28.104_MK

HomeHknaTypa

01.KOMIMJIEKCHBLIE NCCITIEOOBAHNA
01.01.0BLUME OMATHOCTUYECKWE KOMIEKCHI

CHECK-UP CKPUHWHI" (ananus kposw)
AKTMBHOCTb BUTAMMHOB

AHemus .

AHTUdOCHONMNMAHBIA CUHAPOM (KOMMIEKC)
Bromapkepbl yHKUMOHANBHOW CNOCOBHOCTU NEYEHN
Briomapkepbl YHKLMOHANBHOW COCOBHOCTY NeveHn
Bruoxmmusa (6asoeas).

Bruoxmumus 19 nokasartenewn (paclumpeHHas)
Bruoxmmua 8 nokasatenen

ButamuHbl n MuHepansl nocne COVID-19

ButamuHbl KpacoTbl

BogHo-conesoin 6anaHc

BbinageHne Bonoc (CKpUHMHI)
FTEMOCTA3UOIPAMMA (Koarynorpamma) .
FemocTasnorpamma (Koarynorpamma) paclumpeHHas
FOCMUTANBHbLIN (KOMIMJIEKC PACLUVUPEHHbBIN).
rocnuTanbHbIN KOMMEKC.

JEOULNT NOJA

OwnarHocTuka caxapHoro avabeta 1 Tuna

Ina Tex, k1o B 30He pucka COVID-19

E>xxerogHoe npodwmnakrnyeckoe o6cnegoBaHume.
340pOoBbLIV MHTEPEC

340pOBbE LLNTOBUAHOW Xenesbl

WBC (chakTopbl pucka 1 neyeHume).

Kapawnopuck.

KITKOY K 30OPOBbLIO.

Kona v yuncel

Komnnekc nccneposanuii nocne COVID-19 (6a30Bbii).
Komnnekc nccneposanui nocne COVID-19 (onTumanbHbIn)
JInnngHeIn KOMNnekc

MEPUATENbHAA APUTMUA.

MeTtabonuyeckuin npocunb

MWHEPANbI ANA 300OPOBbA

MoHuTOpUHI caxapHoro gvabeTa (pa3 B 6 mec)
OcTteonopos.

Mepen BakumHaumen ot COVID-19

MeyeHb 1 NomxenynoYvHas xenesa

MeyeHb 1 noykn nocne COVID-19

MompxenynoyHas xxenesa.

Moukn.

Mpepnabet n guabeT (CKPUHWHT)

PesmaTonaHbIn apTpuT.

PekomeHOoBaHO AMETONorom

PekomeHgoBaHo AneTonorom.

Puck Tskenoro Tevennss COVID-19

CaxapHbin gnabet

CaxapHbin gnabeT (CKPUHUHT)

CaxapHbin gnabet 1 Tuna (aetn)

Ceppaue, cocyabl 1 yrneBoaHbIi o6meH nocne COVID-19
CTtpecc-komnrekc.

CycTtasbl.

TBON UMMyHUTET

TecTocTepoH cBOOOAHbIV (ONpeaeneHe TECTOCTEPOHA
obwero, NCINI n nHoekca cBo6OAHLIX aHOPOrEHOB)
Liennakus

LLnToBmaHas xenesa (CKPUHUHF).

LLinToBnaHas >xxenesa.

01.02.AMATHOCTUKA NHOEKLINW

TORCH - UHOEKUWW ¢ onpeaeneHunem aBugHocTh IgG
TORCH - MHOEKUNN.

Cpok
BbIMOSHEHNS
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Llena

4020
2380
2 360
4970
2100
1730

970
2100

760
2940
6 940

650
1310

980
2 650
3 050
1150
1100
4580
1790
1900
1470

790
1460
1300
1200
1520
1760
8 000

670
4500
3 000

420
1600
3 800
1760

990
1040

880

880

490
2 600
3560
2940

630
3 650
1390
3270
2490
2480
1250
1900
1470

3700
1500
2000

4270
3620



28.344.
28.321.
28.157.
28.204.
28.94.
28.93.
28.95.
28.107.
28.108.
28.96.1.
28.97.1.
28.96.2.
28.97.2.
28.99.1.
28.98.1.
28.98.2.
28.99.2.

27.109.1.
27.109.2.
27.6.

27.81.
27.82.
27.80.
27.77.
27.78.
27.79.
28.103.
28.117.
28.116.
28.115.
28.3.
28.345.

27.110.1.
27.110.2.
27.20.
27.84.
27.62.
28.320.

28.188.
28.185.
28.189.
28.186.
28.187.
28.190.
28.191.

28.119.

27.70.1.

28.183.
28.105.
27.99.1.

27.49.
27.47.

28.197.

28.202.
28.198.

compl28.344_MK
compl28.321_MK
compl28.157_MK
compl28.204_MK
CLX

CLX PCR 13_MK
CLX
PCRA4vir6_MK
PCR4vir6K_MK
CLX PCR 4_MK
CLX PCR4.K_MK
PCR4ippl_MK
PCR4ipp2K_MK
PCR4usp4K_MK
PCR4usp3_MK
PCR4usp5_MK
PCR4usp5K_MK

comp27.109.1_M
comp27.109.2_M
CLX ADR-
GEN_MK
Jen_Gorm_Lyt_M
Jen_Gorm_Men_
Jen_Gorm_Fol_M
compl27.77_MK
compl27.78_MK
compl27.79_MK
Comp.28.103_MK
Comp.28.117_MK
Comp.28.116_MK
Comp.28.115_MK
comp28.3._MK
compl28.345_MK

comp27.110.1_M
comp27.110.2_M
Comp27.20_MK

Muzh_Gorm_MK
Complex27.62_M
compl28.320_MK

compl28.188_MK
compl28.185_INF
compl28.189_INF
compl28.186_MK
compl28.187_IVF
compl28.190_PR
compl28.191_PO

comp28.119_MK

compl27.70.1_MK

compl28.183_MK
Comp.28.105_MK
com27.99.1_MK

Fit_ster_MK
Fit_weightNA_MK

compl28.197_MK

compl28.202_MK
compl28.198 MK

BupycHble renatutel B n C: MonekynsipHbIA CKPUHWUHT
"epnecBupycHble MHPEKLMN CKPUHWHT

[OunarHocTuueckuii komnnekc (HanpshkeHHOCTb UMMyHUTETA)

Hepetckun nmmyHmTeT

MyP-13 + KBM KonmM4ecTBEHHbIN.

MLP-13 ka4eCTBEHHBbIN.

MupP-14 OnA XeHWWH (MUP-13 + naktobakrepun)
MuP-4 BUPYCbI (aHanu3 maska) ka4eCTBEHHbIN.

MLP-4 BUPYChbI (aHann3 maska) KOrIM4eCTBEHHbIN.
MUP-4 UMMM natoreHbl (aHann3 Ma3ka) KayeCTBEHHbIN.

MLUP-4 UMMM natoreHbl (aHan“3 maska) KONMYeCTBEHHbIN.

MuP-4 UMMM natoreHsl (aHanu3 mo4vu, cnepmMbl)
MUP-4 VUMMM natoreHsl (aHanu3 moyu, crepmbl)
MUP-4 UMMM ycrnoBHble natoreHbl (aHanu3 maska)
MUP-4 UMMM ycnoBHble naTtoreHbl (aHann3 maska)

MUP-4 UMMM ycrnoBHble NnatoreHsl (aHanu3 mMoyu, cnepmbl)
MLP-4 VMM ycnoBHble naTtoreHbl (aHanu3 mMoyu, cnepmeoil)

01.03.41A >XEHLMH

CHECK-UP Ne1 OA XXEHLWWH (aHanus kposw).

CHECK-UP Ne2 ANA XEHLWWWH (aHanu3 maska).

ApnpeHoreHuTanbHblii koMnnekc (M36bITOK MyXXCKUX FOPMOHOB Y

JKEHLLIMH)

>KeHckne ropmoHsbl (nmtoTenHoBasi hasa)

YKeHckme ropMoHbl (MeHomnayaa).

>KeHckne ropmoHbl (chonnukynspHas dasa).
O6cnepoBaHne npy 6epeMmeHHocTU (1 TpumecTp).
O6cnepoBaHue npy 6epeMeHHOCTU (2 TpUMecTp).
O6cnepoBaHne npy 6epeMeHHOCTU (3 TpUMecTp).
OHKOMapKepbl ANs XEeHLWH.

MMAHNPOBAHWE BEPEMEHHOCTU MH®EKLINA

MIAHUPOBAHME BEPEMEHHOCTU OBLWEKITMHUYECKWE

MMTAHNPOBAHWE BEEPEMEHHOCTW LIEPBUKATIBHBIN
MPO®UNMAKTUKA PAKA MONTOYHOWM XKENES3bI.
PenpogykTvBHOE 300pOBbE XEHLUUHbI
01.04.01A MY>KYMH
CHECK-UP Ne1 OANA MYXYKMH (aHanu3 kposu) MK
CHECK-UP Ne2 O1A MY>KYNH (aHanu3 moun) MK
BYOYLWWA NAMNA MK
My»xckune ropmoHbl_MK
OHkoMapkepbl 4ns My4uH (komnnekc) MK
MoproToBka k napTHEpPCKUM pogam (Ans mMyxuyuH) MK
01.05.3KO NMPOIrPAMMBI
Bctynnenne 8 SKO_MK
YKeHckoe 6ecnnogue_MK
Myxckoe 6ecnnogue pacumpeHHbin_MK
HeBbiHawmBaHe 6epemeHHocTn_MK
MnaHunpoBaHue 3KO (6a3oBbin komnnekc) MK
MopgrotoBka k OKO (ons myxyuH) MK
MpodunakTrka NnopokoB pa3sutusa nnoga_MK.
01.06.4N51 AETEN
CHECK-UP Ne1 ANA OETEW n MOOPOCTKOB (aHanu3
kpoBu) MK
AHanu3sbl na AeTcKoro caga, LKombl, 4eTCKOro nareps (
BeHO3Hasa kpoBb) MK
Oetckuii komnnekc_MK
ExerogHoe obcnepoBaHue pebeHka MK
300POBbLIN PEEEHOK (BeHo3Has KpoBb).
01.07.9UTHEC KOMINEKCHI
®UNTHEC KOHTPOITb CMOPTUBHOIO NMUTAHWNA_MK
®PUTHEC MOHUTOPUHI_MK
01.08.ANTI-AGE - KOMIJIEKCbI
ANTI-AGING guarHocTuka Ansi >XeHLUUH, pacLUMPEHHbIN

ANTI-AGING gunarHocTuka ans My>udvH, paclUMpeHHbIN
ANTI-AGING ropmoHanbHbIi 6ananc_MK

PR RPRPRRRRERRPRRPLPNRRRRE®

IR

WAWRRRNREPWRRR

[N N IS

QN W N 0N W

1250
830
1570
1920
3 600
2100
3900
780
1370
710
1290
710
1290
1290
710
710
1290

8 750
4900
1365

760
1190
2 880
7 690

520
3 900
4 050
4 600
2420
3120
4100
3250

8 700
4 750
3550
3380
3 000
2 050

15 300
9 700
19 000
32 000
11 000
4 060
3 880

4900

840

1350
2450
520

2100
3390

19 200

21 500
3240



28.201.

28.200.

28.199.
28.203.

3.9.1.

3.1.1.
3.4.

3.2.1.

3.3.1.

3.5.1.

3.6.1.

3.8.1.

3.7.1.

9.3.
9.4.
10.1.
9.2.
9.1.

21.12.
21.11.
21.6.
21.2.
21.14.
21.7.
21.3.
21.21.
21.13.
21.10.
21.5.

1.3.
1.2.
1.53.
1.64.1

1.641.1.
1.641.2.
1.4.
1.52.
1.5.1.
1.5.

1.1.
1.205.

1.103.

compl28.201_MK
compl28.200_MK

compl28.199 MK
compl28.203_MK

CBC_DIFF_S

OAK WOLFORM
CBC_DIFF32

CBC_DIFF

SOE 2

MDIFF

RETYCUL %
MONNUKLEAR%
PLN_Fanio

OAM2st
OAM3st
PR_ZIMNICK
AMNICH
OAM

Blastocyst
Hymenolep
ENTEROBIOZ
Koprologija
Cestoda
Protozoa
HemOccult
FOBGolg
Strongyloid
ColonViev Hb
HELMINTES

ALB

PROT fr
HOMOCYSTEIN
Aminoacids_1

Amincomp32bl
Amincomp32ur
CREAT

URIC
UREA_cap
UREA

PROT
CystatinC

Alf1-antrip

ANTI-AGING gurarHocTuka ansi >eHLUH B NOCTMEHoNays3e,
0asoBbii kKomnnekc MK

ANTI-AGING gurarHocTuka ansi >XeHLUH B MOCTMEHoNays3e,
paclmpeHHbI komnnekc MK

ANTI-AGING gmarHocTuka Ans XXeHLWwuH, 6a3oBblii
ANTI-AGING gunarHocTuka anst My>xuvH, 6a3oBhbiin

02.OBLEKITMHNYECKUE NCCIEAOBAHUA
02.01.0BLEKNNHNYECKNE UCCITIEOOBAHNA KPOBU

02.01.01.06wWmn aHanu3 KPoBu

KnuHnyeckuin aHanma KpoBm C NerkoumMTapHon opmyrnon u

COQJ (c muKpockonven Maska KpoBU Npu BbISIBNEHWN
NaTonorm4ecknx N3MeHeHun) (BeHo3Has KpoBb)
OO6Lwmn aHann3 KpoBu 6e3 nevkounTapHon hopmynbl
O6LwmMin aHanNn3 KPOBM PACLUMPEHHbIV C NNENKOLMTapHOM

¢hopMyron U peTrKyiouMTaMm (ToNbKO BEHO3HAasi KPOBb)

O6wwnii aHanM3 KPoBU C NeNKoLMTapHON (hOPMYroNn

(BeHO3Has kpoBb
02.01.02.CO3

COQ3 no BecteprpeHy (BeHO3Hasi KpOBb)
02.01.03.J1evkounTapHasa dopmyna

JlenkouuntapHas copmyna c 06s3aTenbHON «Py4HON»

MUWKPOCKOMNWEN Ma3ka KpOBU (BEHO3Has KPOBb)
02.01.04.PeTukynouutsl

PeTukynoumnTsbl (BEHO3Hasi KPOBb)

02.01.05.0ononHuTenbHbIE UCCNefoBaHNs K 0OLLEMY aHanMay
OnpegerneHve NPoLEHTHOrO CoaepXaHNsi MOHOHYKINeapoB B

KpoBW (BeH. KpoBb) (Ha3HayaTb BMecTe ¢ "OAK")
MopcyeT TpomboumToB No Mmetoay PoHMO (BEH. KPOBbL)

02.02.0BWEKNMHNYECKNE NCCITIEOOBAHNA MO4YA

2-X cTakaHHasi npoba
3-x cTakaHHas npoba
AHanun3 mouun no 3UMHULIKOMY
AHanms mo4n no HeynnopeHko
O6LWKI aHanM3 Mo4m

02.03.0BWEKNMHNYECKUE NCCITIEOOBAHNA KATIA

BnactouucThbl

M'MmeHonennaossbl

WccnepoBaHue cockoba Ha aHTepobros
Konporpamma

JleHTouYHbIE YepBH

MpocTenwne

CkpbITas KpoBb

CkpbiTas kposb (FOB Gold), kan, kon.
CTpoHrunoungbl

Tect «Colon View Hb 1 Hb/Hp» Ha ckpbITyto KpOBb B Kane
Ahua renbMMHTOB

03.BMOXNMUNYECKWME NCCINEJOBAHUA
03.01.BMOXMMNYECKUE NCCNEOOBAHNA KPOBU

03.01.01.5enKoBbIN M aMUHOKUCIIOTHBIN OBMEH
AnbbymuH
BenkoBble pakumm B T.4. O6WwMii 6enok
[omoumncTenH
KomnnekcHbIn aHann3 KpoBy Ha aMUHOKUCIOTHI (16

nokasaTenemn — anaHviH, aprMHyH, acnaparmHoBasi KUcnoTa,
BanvH, MMULWH, IyTaMUHOBas KMUCIoTa, NelumnH + nsone
KomnnekcHbI aHanu3 Ha aMMHOKMCNOThI (32 nokasaTens)
KomnnekcHbIn aHann3 Ha aMMHOKUCIOThI (32 nokasarterns)
KpeaTnHuH

MoueBas kucnota

MoueBuHa .

MouesuHa.

O6wmn 6enok

UncratnH C

03.01.02.Cneuudmyeckune Genku

Anbda-1-aHTUTPUNCUH

[ENEN
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5800

19 400

5580
6 200

350

180
500

245

140

180

230

210

210

420
460
405
180
180

280
280
280
405
280
280
280
1300
280
1190
280

125
460
1190
3650

6 180
6 180
125
125
125
125
125
990

880



1.58.
1.49.
1.57.
1.54.
1.51.
1.50.
1.46.
1.101.

1.6.
1.7.
1.13.

1.13.1.

1.12.
1.65.1
1.67.1
1.66.1
1.102.
1.8.
140
1.9.
1.11.

1.18.

1.14.2.

645
1.19.
1.17.

1.21.
1.20.
1.22.
1.23.
1.28.
1.26.
1.123.
1.29.
1.27.
1.24.
1.31.
1.30.
1.32.

1.33.
1.25.

1.36.

1.34.
1.35.

2.90.
2.901.

1.62.
1.601.

1.60.
1.59.
1.591.

4.9.
4.2.
4.8.
4.1.

Makro.gl A2
ASLO
Gaptoglob
Procalcit

RF

CRP
CERULOPLAS
Eos_Protein

APO Al

APO B

IDX aterog
IDX atero_c
Lpa
OMEGA_3
OMEGA_6
OMEGA3_ind
TRIGLIC
HOLEST-TOT
HDL

LDL

TRIG CHOL-NP

HbAlc
FTORID
HOMA_IR
LACTAT

FRUCTOSAMINE

ASAT
ALAT
AMYLASA
AMILASA p
GGTP

LDH fract
Glu-6-ph_P
CC-TOTAL
LDH
LYPASA
ACP nepr
ACP

Fosf kis

ALCPHOSPH
CHE

BILIR nl

BILI-TOT
BILI-DIR

NASH_Fibro
Fibro_NASH

Steato.Skr
Fibro_max

Fibromax
Fibrotest
Fibro_test

KHT
IRONUIBC
sTfR

IRON

Anbda-2-makpornobynuH
AnTtuctpentonuanH-O (ACINO)
anTornobuH

MpokanbUNTOHWUH.

PeBmaTouaHbIN hakTop
C-peakTuBHbIV 6enok
LiepynonnasmuH

O03NHOUIbHBIN KAaTUOHHBLIM Benok

03.01.03.JIunuaHbI 0OMeH

AnonunonpoTteunH A1

AnonunonpoTtevnH B

WHpekc ateporeHHocTn (XC obwmn, JTBIT)

MHagekc ateporeHHocTun (XC obwwn, JIMBI) .
JlunonpoTewuH (a)

HeHacblLweHHble XUpHble kncnoTel cemenctea OMEGA-3
HeHachbiWweHHbIe xupHble KncnoTel cemenctea OMEGA-6
Onpegenexne Omera-3 nHaekca

Tpurnuuepuabl

XonecTtepuH o6Lwmii

Xonectepun-JINBI

XonectepuH-JINHI

XonectepuH-JINMOHTIT (B TOM yncne Tpurnuuepuabl)

03.01.04.YrneBoaHbIi 06MeH

"muknpoBaHHbIn remornobuH (HbA1c)

"nioko3a (chTopuma).

WHpekc nHeynuHopesncteHTHocTn HOMA-IR (komnnekc )
Nakrar

®pyKkTO3aMUH

03.01.05.9epmeHThI

AcnapTtatamuHoTpaHcdepasa (ACT) .
AnaHnHamuHoTpaHcdepasa (ANT)

Amunasa

Amunasa naHkpeaTtuyeckas .

Mamma-I'T

M'maopokcnbyTupataerngporeHasa (1-a pakums)
Mioko30-6 hocdaT gerngporeHasa
KpeaTtuHkuHasa

JlaktaTpervgporenasa (NA-) .

JInnasa

docdarasa kncnas HenpocTaTnyeckas.
docdarasa kucnas obuyas

docdarasa kncnas npocrtatmdeckas (Pocgarasa
kncn.obwas, PocgaTasa Kucn. HenpocTaTmyeckas)
doccaTasa wenoyHas .

XonuHacTepasa

03.01.06.MMurmMeHTHbIN 0OMEH

Bunnpy6uH Henpsamon (BunupybuH npsamoi, Bunnpy6uH
obLwwnn)

BunnpybuH o6wwmn

Bunupy6uH npsimon

03.01.07.OnarHocTunka naTorioruu neyveHn 6es uoncum

Haw-dubpoTect

Haw-dunbpoTecT (TONbKO pacyeT npu Hanuyuum
pesynbTaToB uccregoBaHms CteatoCKpuH)
CteatoCkpuH(koMMeKc )

dnbpoMakc (TonbKo pacyeT Npu HanU4MK pesynbTaToB
nccnegosaHms CteatoCkpuH)

durbpoMakc(komnnekc )

®dubpoTect

®dunbpoTecT (TONbKO pacyeT Npu HaNMyYMM pesynbLTaToB
nccrnegoBaHus CteatoCkpuH)

03.01.08.dnarHocTrka aHeMUIA

KoadhdpuumneHT HacklweHns TpaHcdepprHa
OXCC (CbiBopoToyHOe xene3o, JIKCC)
PactBopuMble peuenTtopbl TpaHcgeppuHa (STIR)
CbIBOPOTOYHOE Xenes3o
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720
300
720
1820
300
300
560
880

360
360
280
280
550
3790
3790
3790
150
140
140
200
220

470
125
645
600
320

125
125
170
220
125
210
1930
180
125
270
180
180
360

125
220

250

125
125

12 480
11 300

8 000
17 800

18 800
14 520
13570

560
250
1330
170



4.6.
4.5,
4.3.
4.7.

13.3.
13.2.
13.4.
13.1.

7.2.
7.1.
7.5.
7.3.

1.110.

4.14.
4.18.
50.24.2121
4.19.
4.20.
4.21.
4.22.
4.17.
4.16.
4.15.
4.11.
4.4.
4.23.1.
4.24.1.
4.25.1.
4.26.1

1.56.1.

1.61.1.

1.42.
1.72.1.
1.72.2.
1.72.3.
1.72.4.
1.48.11.
1.48.31.
1.48.41.
1.48.21.
1.69.1.
1.69.2.
1.69.3.
1.69.4.
1.79.1.
1.79.2.
1.79.3.
1.79.4.
1.117.2.
1.117.3.
1.87.1.
1.87.2.
1.87.3.
1.87.4.
1.74.1.
1.39.
1.74.2.

TRANSFERRIN

FERRITIN
FOLAT
EPO

8-OHdG
Glutat/perox
TAS
SupEritr

CK-MB
MYOGLOBIN
NT-proBNP
TROPONIN

VT-D-summ

Bet-karotin
VT-B1
VB12-activ
VT-B2
VT-B3
VT-B5
VT-B6
VT-C

VT-E

VT-K

VT-A
VB12
VT-grB
VT-B1-6
VT-jir
VT-ADEKCB

Vt.D2-D3

Met.Gr-D

Ca-Na-K
Al-Vol
Al-bl

Al-Ur
Al-nog
Myn ob Vol
Myn ob UR
Myn ob Nog
Myn obm
B-Vol

B-bl

B-Ur
B-nog
Fe-Vol
Fe-bl
Fe-Ur
Fe-nog

I-bl

I-Ur
Cd-Vol
Cd-bl
Cd-Urm
Cd-nog
K-Vol
K-Na-Ch
K-bl

TpaHcdheppuH
depputnH
donatbl
OpUTPONoO3TUH

03.01.09.AHTMOKCUOAHTHBIN CTaTyC

8-OH peokcuryaHosumH
nytatnoHnepokcugasa (IF'TI)

O6wwuii aHTMoKeMaaHTHBIN cTtaTyc (TAS)
CynepokcugaucmyTtasa (CO[)

03.01.10.Kapanomapkepbl

KpeaTtnHknHasa Mb

MwornobwuH

Moasrosown HaTpuitypeTndeckuii nentug (NT-proBNP)
TponoHuWH | (BbICOKOYYBCTBUTENbHBIN)

03.01.11.ButamuHbi

25-OH ButamuH D cymmapHsbin (25-OH Butamuu D2 n 25-
OH BuTamuH D3, obwuin pedynbTaT)

BeTta-kapoTuH

ButamuH B1

ButamuH B12, akTnBHbIV (xOnoTpaHckobanamumH)
Butamun B2

ButamuH B3 (HnauwmH)

Butamun B5

ButamuH B6

Butamun C

ButamuH E

Butamun K

ButamuH A

ButamuH B12

ButamuHel rpynnel B (B1,82,B3,85,86,89,B12)
BopopacTteopumeblie ButamuHel (B1,B5,B6,C)
Xupopactsopumble ButamuHel (A,D,E,K)
KomnnekcHbIi aHanns KpoBu Ha BUTaMUHbI (BuTamuHbl
A,D,EK,C,B1, B5,B6)

KomnnekcHbIn aHanuns kposu Ha ButamuHbl rpynnsl D (D2 n

D3)

MeTabonutel BuTammHoB rpynnel D (1,25-OH Butamuu D3 n

25-OH Butamun D3, pasgenbHbin pesynbTaT)

03.01.12.MuHepanbHbI 06MeH

Ca++, Na+, K+.

AntoMrHui (Bornocsl)

AnOMUHUIA (KPOBb)

AntoMnHnn (Moya)

AnNOMUHUIA (HOTTH)

AHanu3 MmnHepanbHoro obmeHa (23 anemeHTa) (BOnochl)
AHanu3 MnHeparnbHoro oomeHa (23 anemeHTta) (Mo4a)
AHanus MmmHepanbHoro obmeHa (23 anemeHTa) (HOrTH)
AHanu3 MmnHepanbHoro oomeHa (23 anemeHTta) (Nnasma)
Bop (Bonocel)

Bop (kpoBb)

Bop (moua)

Bop (HorTw)

XKeneso (Bonochbl)

XKeneso (kpoBb)

Keneso (moua)

XKeneso (Hortu)

Mog (kpoBb)

Wog, (moua)

Kagmwuii (Bonochl)

Kagmuii (kpoBb)

Kagmui (mova)

Kagmwuia (Hortm)

Kanwui (Bonochl)

Kanwuia (K+), HaTpuii (Na+), xnopugpl

Kanwui (kpoBb)

[ [ERNJURG JER N © © ©o -~ [EURY JERN N

NNNN R NN NN NN NN NN
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405
420
660
840

3 000
2 256
2 820
2 820

340
840
2690
880

1300

2400
2400
660
2400
2400
2400
2400
2400
2400
2400
2400
840
15 000
9 300
9 300
15 800

5200

5200

400
840
840
840
840
3 340
3340
3 340
3340
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
210
840



1.74.3.
1.74.4.
1.75.1.
1.75.2.
1.75.3.
1.75.4.

1.38.
1.37.

1.80.1.
1.80.2.
1.80.3.
1.80.4.
1.68.2.
1.68.1.
1.68.3.
1.68.4.

1.43.

1.71.1.
1.71.2.
1.71.3.
1.71.4.
1.78.1.
1.78.2.
1.78.3.
1.78.4.

1.45.

1.82.1.
1.82.2.
1.82.3.
1.82.4.
1.86.1.
1.86.2.
1.86.3.
1.86.4.
1.84.1.
1.84.2.
1.84.3.
1.84.4.
1.70.1.
1.70.2.
1.70.3.
1.70.4.
1.81.1.
1.81.2.
1.81.3.
1.81.4.
1.89.1.
1.89.2.
1.89.3.
1.89.4.
1.90.1.
1.90.2.
1.90.3.
1.90.4.
1.85.1.
1.85.2.
1.85.3.
1.85.4.
1.88.1.
1.88.2.
1.88.3.
1.88.4.
1.73.1.
1.73.2.
1.73.3.
1.73.4.

K-Urm
K-nog
Ca-Vol
Ca-bl
Ca-Urm
Ca-nog
Ca ionized
Ca
Co-Vol
Co-bl
Co-Urm
Co-nog
Li-bl
Li-Vol
Li-Ur
Li-nog
Mg
Mg-Vol
Mg-bl
Mg-Ur
Mg-nog
Mn-Vol
Mn-bl
Mn-Urm
Mn-nog
Cu
Cu-Vol
Cu-bl
Cu-Ur
Cu-nog
Mo-Vol
Mo-bl
Mo-Urm
Mo-nog
As-Vol
As-bl
As-Ur
As-nog
Na-Vol
Na-bl
Na-Urm
Na-nog
Ni-Vol
Ni-bl
Ni-Urm
Ni-nog
Hg-Vol
Hg-bl
Hg-Urm
Hg-nog
Pb-Vol
Pb-bl
Pb-Urm
Pb-nog
Se-Vol
Se-bl
Se-Urm
Se-nog
Sb-Vol
Sb-bl
Sb-Urm
Sb-nog
TI-Vol
TI-bl
TI-Ur
TI-nog

Kanun (moya)
Kanwui (Hortw)
Kanbumn (Bonochbl)
Kanbuun (KpoBb)
Kanbumn (moya)
Kanbuun (Hortu)
Kanbuuin noHnsnpoBaHHbI (Ca++)
Kanbuuin obwmin
KobanbT (Bonochl)
Kob6anbT (KpoBb)
KobanbT (Mouya)
Kob6anbT (Hortn)
Jintun (kpoBb)

Maruui (Bonochi)
MarHui (kpoBb)
Marnwuii (moya)
MarHui (Hortu)
MapraHev, (Bonochl)
MapraHey, (KpoBb)
MapraHey (Mo4a)
MapraHey, (HOrTm)
Meab

Megp (Bornochbl)
Menb (KpoBb)

Meab (Moya)

Meab (HorTu)
MonnbaeH (Bonocsl)
MonunbaeH (KpoBb)
MonunbaeH (Mmoya)
MonunbaeH (Hortn)
MbiWwbsk (Bonochkl)
MbIWwbSK (KPOBb)
Mbiwbsk (Moya)
MbIWwbsK (HOrTK)
Hatpwuir (Bonochl)
HaTpwii (kpoBb)
HaTpwuin (mo4a)
Hatpwia (HorTm)
Hukenb (Bonochbl)
Huvikenb (KpoBb)
Hukenb (Mo4a)
Hvikenb (Hortu)
PTyTb (BOMOCHI)
PTyTb (KpOBB)
PTyTb (MO4a)

PTyTb (HOrTW)
CauHeL (BoNochl)
CBuHeL (KpoBb)
CeuHel (Mo4a)
CauHeL, (HOrTK)
CeneH (Bonochbl)
CeneH (KpoBb)
CeneH (moya)
CeneH (HorTtu)
Cypbma (BONOChI)
Cypbma (KpoBb)
Cypbma (Moya)
Cypbma (Hortu)
Tannwui (Bonochl)
Tannuii (kpoBb)
Tannui (moya)
Tannwuii (HorTn)

(S RNE RNE RS RES) RS RES) RS, RES) RIS RES) RIS RIS RS RES RS RES RS RES) RS RS RIS RIS RS  REG, RES) RIS, RIS REG, RES) REG) RS REG, RES, REG RES) RGBS REG RS BN REE RGBS REG REG RGBS REC BN RN RS REC R R RS RN R BN RN RO RS RS RS RS RNy

840
840
840
840
840
840
210
140
840
840
840
840
840
840
840
840
150
840
840
840
840
840
840
840
840
360
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840
840



1.76.1.
1.76.2.
1.76.3.
1.76.4.
1.44.

1.77.1.
1.77.2.
1.77.3.
1.77.4.
1.47.

1.83.1.
1.83.2.
1.83.3.
1.83.4.

11.1.
11.4.1.
11.4.2.
11.5.
11.6.1.
11.6.2.
11.10.
11.7.1.
11.7.2.
9.7.

9.6.

11.3.1.
11.3.2.
11.9.1.
11.9.2.
11.8.1.
11.8.2.

11.11.1.
11.11.2.

11.2.1.
11.2.2.
11.13.
10.2.
11.15.

11.12.1.
11.12.2.
11.16.1.

21.17.
21.1.
21.19.
21.9.
21.20.
21.4.
21.18.

16.8.

16.9.

2.1.
2.2.
2.3.
2.4.
2.7.

Ti-Vol
Ti-bl
Ti-Ur
Ti-nog
PHOSPHOR
Cr-Vol
Cr-bl
Cr-Urm
Cr-nog
ZINC
Zn-Vol
Zn-bl
Zn-Ur
Zn-nog

UR-pH P

AMYLASA-UR
AMYLASA-UR s

US-Bili P
GLUC-UR
US-Gluc.sut
Ca-UR
CREAT-UR
CREAT-UR-S
LITO_ur_P

LITO urs P

ALB-UR
ALB-UR s
URIC-UR
URIC-UR s
UREA-UR
UREA-UR s
NACA-UR
NACA-UR s
UR-Protein
US-Prot.sut
OXALATES
PRREBERGA
SULC_PR

PHOSPHOR URr
PHOSPHOR UR

Him_Ur_kol

Alant kal_P
Disbak cito
OSM_stool_P
ST ELASTAS
Steato_P

ST UGLEV
EDN_P

MIK EA Sl

Biohim Sp

T3-TOTAL
T3-FREE
T4-TOTAL
T4-FREE
TU

TwTaH (Bonocsbl)
TutaH (KpoBb)
TutaH (Mo4a)
TutaH (Hortu)
doccop HeopraHU4eCcKUn
Xpowm (BOmnochl)
XpoM (kpoBb)
Xpowm (Mo4a)
Xpom (HorTw)
LinHk

LinHk (Borochbl)
LinHk (kpoBb)
LimHk (Moua)
LinHk (Hortn)

03.02.BMOXNMUNYECKME UCCNEJOBAHNA MOYUA

pH (pa3oBas)

Amunasa (pasoBas)

Amwnna3sa (cyTouyHasi)

BunupybuH (pasoBasi)

nokosa (pasoBas)

ntoko3a (cyTovHast)

Kanbuun (Tonbko cyToyHasi)

KpeaTuHuH (pa3oBas)

KpeaTuHuH (cyTo4vHas)

JIuToreHHble CBOMCTBaA MOYM C pacHeTOM KpeaTUHUHOBOIO
nHaekca (7 aHanutoB) (pa3osas)

JNIuToreHHble cBOMCTBA MOYM C PACHETOM KpeaTUHUHOBOIO
nHaekca (8 aHanutoB) (CyTovHas)

MwukpoanbbymuH (anbbymuH) (pasosast)
Mukpoanb0ymuH (anbOymuH) (CyTouHas)

MoueBas kucnota (pasoBasi)

MoueBasi kncnoTa (cyTovHasi)

MouesuHa (pasoBasi)

MoueBuHa (cyTo4Has)

Hatpwui, Kanun (pasosas) .

Hatpwuir, Kannia (cytouHas) .

O6wwmn 6enok (pasosas)

O6wwmin 6enok (cyTouHas)

Okcanatbl (TonbKo pasosast)

Mpoba Pebepra (cyTo4Has)

Mpoba CynkoBuya (Kanbumin MO4m, Ka4eCTBEHHbIA TECT)
docdop HeopraHuyeckuii (pa3oBas)

doccop HeopraHUYECKUI (CyTo4YHaA)

XUMUYECKMIN aHanmM3 MOYEBOro KamHs (CreKTpoCKonus,
KONMMYECTBEHHO)

03.03.BMOXNMNYECKME NCCNEJOBAHUA KAJIA

Anbda-1-aHTUTpuncuH (kan)

Buoxumuyeckun aHanms kana

OcTaTo4Has ocmonspHocTb (Stool osmotic gap) (kan)
MaHkpeaTnyeckas anacrasa 1

CreartokpuT (CBOGOAHLIN XUP B Kane)

Yrnesoapl

O03uHOMUNBHBIN HerpoTokenH (EDN) (kar)

03.04.BMOXNMNYECKWVE NCCNEQOBAHUA CIOHbI

Buoxumunyecknin aHanna crnioHbI

03.05.BMOXNMNYECKWME NCCNEQOBAHUA CMEPMbI

Buoxummnyeckoe nccnegoBanme cnepmbl (JIMMOHHasA KUCNOTA,
®pykTo3a, LinHk)

04.rOPMOHAJIbHBIE NCCNEJOBAHUA
04.01.M"OPMOHAJIbHBIE NCCNEQOBAHNA KPOBU

04.01.01.lLUutoBnaHas xxenesa
T3 obwmin
T3 cBO6OAHBIN
T4 obwmn.
T4 cBO6OAHBLIN
TecT nornoweHns TMPeouaHbIX rOPMOHOB

[ RN RN RN BN REC RN R RN RN RN RS RS RNy
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840
840
840
840
150
840
840
840
840
360
840
840
840
840

160
160
160
160
160
160
160
160
160
2 340

2340

290
290
160
160
160
160
220
220
160
160
740
245
160
160
160
3730

1670
1740
1380
1740
1290

660
2 060

1930

890

330
330
330
330
550



2.6.
2.8.
2.5.

2.17.
2.54.
2.11.
2.52.
2.18.
2.50.
2.53.
2.12.
2.51.
2.16.
2.14.
2.10.
2.9.

2.13.
2.15.

2.19.
2.22.
2.21.
2.20.
2.57.
2.55.

2.27.
2.25.
1.100.
2.26.
2.61.
2.24.

2.32.
2.35.

2.62.

2.28.
2.31.
2.29.
2.30.

2.36.
2.37.
2.39.
2.40.
2.41.
2.42.
2.38.

2.43.
2.44,

2.46.
2.81.
2.47.

2.49.
2.48.

12.2.

TYREOGLOB
TBG
TSH

17-OH-PG
Androstd_GL
ANDROSTEND
AMH/MIS

SHBG
DH-TESTOST
Inhibin B

LH

Macro PRL
PROGESTERON
PROLACTIN
TESTOST free
TESTOSTERON
FSH
ESTRADIOL

ACTH
ALDOSTERON
DHEA
CORTISOL
RENIN-p
RENIN_Akt

b-CrossLaps
CALCITONIN
Mark_P1NP
OSTEOCALCIN
OPG
PARATHORMON

GASTRIN
Gastrop 3

GastroScreen

INSULIN
LEPTIN
PROINSULIN
C-PEPTID

HGC

free b-HCG
PAPP-A
LACTOGEN
PRISCA-
PRISCA-
unconESTRIOL

ADR-NOADR-BL
ADR-NOA-DOFB

GISTAMIN
MELATONIN
SEROTONINE

IGF-1
GH

17-KC hr

TupeornobynuH
TUPOKCUHCBA3bIBAKOLLMIA TMOGYUH
TTr.
04.01.02.NonoBble ropMOHbI
17-OH-nporecTtepoH
AHOPOCTEHANON THOKYPOHNL
AHOpPOCTEHANOH
AHTumtonnepos ropmoH (AMH/MIS)
"NoGynuH, CBA3LIBAIOLLMIA NOMOBLIE FOPMOHbI
OurngpoTtecTtocTepoH
WHrmbmH B
nr
MakponponakTuH, B T.4. [IponakTuH .
MporectepoH
MponakTnH
CBOOOAHLIN TECTOCTEPOH
TecTocTepoH
oCr
Octpaguon
04.01.03.I'vnodhmsapHo-Hagno4Ye4HMKoBas cuctema
AKTI
AnbOoCTEPOH.
OrA-s
KopTuson
PeHuH npamon.
PeHnHOBas akTMBHOCTb
04.01.04.MeTabonnam KOCTHOWN TKaHu
B-cross laps
KanbuntoHuH
Mapkép popmmpoBaHus kocTHoro maTpukca P1NP
OcTeokanbumH
OcTeonpoTterepuH
MapatropmoH

04.01.05.Nogxenyno4vHas xenesa / 2Kenyao4HO-KULLEYHbIN

racTpuH

["actponaHens (¢ Harpyskon) (FactpuH 17, FacTpuH 17-

CTUMYNUpoBaHHbIN, MencuHoreH |, MNencuHoreH I,

cooTHoLueHue lNencuHoreH I/MencuHoreH I, H.Pylori IgG)

"acTponaHenb (CkpyHWHT) (FacTpuH-17 6a3anbHbIR,

MNencuHoren-1, MNMencuHoreH-ll, cooTHoweHme NencuHoreH

I/MencuHoreH I, Helicobacter pylori IgG)

WHcynuH

JlentuH

MpouHcynuH

C-nentng
04.01.06.MNpeHaTanbHas gnarHocTuka

B-Xry

B-XI'Y cBoboaHbIN

Benok accoummnpoBaHHbIvi ¢ 6epemeHHocTho (PAPP-A)

lMnaueHTapHbIA NakToreH.

MpeHaTtanbHbI ckpuHUHT | TpumecTpa (11-13 Hegensa)_MK
MpeHaTtanbHbIv ckpuHUHT |l TpumecTpa (14-20 Hepgens) MK

OcTpuon cBoboaHbIN
04.01.07.KaTexonamuHsl

AppeHanuH, HopagpeHanvH

ApnpeHanvH, HopagpeHanuH, JodamuH
04.01.08.buoreHHble aMUHBbI

MctamuH

MenatoHuH

CepoToHUH
04.01.09.dakTopbl pocta

NOP-1 (ComaTtomenuH C)

CTr

04.02.MOPMOHAJIbHbIE NCCNEOOBAHUA MO4YN

17-KC xpomaTtorpadmyeckuin meto (CyTovHas Mo4a)
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550
550
330

450
1100
790
1330
480
1100
1300
340
790
450
340
890
340
340
340

670
610
360
360
920
770

1090
800
1420
900
1550
660

830
3850

3700

550
950
1200
520

405
460
670
740
1340
1620
405

1330
1340

970
4200
970

940
450

1870



12.6.1. ADR-NORAD UR AppeHanuH+HopagpeHanuH (pazoBas Moya) 8 1340
12.6.2. ADR-NOR URS AppeHanvH+HopagpeHanuH (cyTodHas moya) 8 1340
12.7.1. ADR-NOADR-DO AppeHanuH+HopagpeHanuH+[odamuH (pa3oBas Mmoya) 8 1740
12.7.2. ADR-NOR-D US AppeHanvH+HopagpeHanuH+[odamuH (CyTouHast moya) 8 1740
12.10.1. Met_Nor_tot AHanM3 mMoum Ha cogepkaHvne NPOMEeXyTOoYHbIX MeTabonutoB |7 2540
KaTexonaMmHOB: MeTaHedpVH, HopMeTaHedpuH (CyTouHas
moua)_
12.4. DGA-S Ur OrA-S (cyTtouHas moya) 1 490
12.12. DPD_UR ONWNA (5e30KCMnMpUANHONMH) B MOYe 1 1340
12.8.1. Kat_7 KomnnekcHoe nccnegoBaHme Ha KaTexonamMmuHbl, CEPOTOHUH U |7 2 680
nx MeTabonuTbl (rOMOBaHWNNHOBAs, BaHUNUIMUHAANe
12.3. CORTISOL-UR KopTuson (cyTouHas moua) 1 740
12.5. C-PEPTID-UR C-nenTtng (CyToyHas mouya) 1 550
12.11. fCORTISOL-Ur CBoboaHbI KOpPTM30r 7 1080
04.03.MOPMOHAJIbHBIE MCCIIEOOBAHUA CITHOHbI
2.78. 17-OH-PG_SI 17-OH-MNporecTtepoH (cntoHa) (MeToa BOXKX) 6 1 360
2.80. SALIVA 8 17-OH-lNporectepoH, AHOPOCTEHAMOH, 6 6 100
OerngpoannangpoctepoH, Koptuaon, KopTtnsoH, MNMporectepoH,
TectocTepoH, 3ctpagmon, (cBob. dpakuum B crnitoHe) (MeTog,
2.77. ANDROST_SI AHppocTeHaMoH (cntoHa) (metog BOXKX) 6 1360
2.76. DHEA_SI OernopoanmaHapocTtepoH (crtoHa) (MeTog BOXKX) 6 1360
2.79. SALIVA 4 HerngpoannaHgpocTtepoH, NporectepoH, ScTpaanon, 6 5280
TecTocTepoH (cBoboaHble dpakumm B crtoHe) (MeTod BAXKX)
2.65. CORTISOL-SI KopTtuson (cntoHa) 1 520
2.70. PROGEST_SI MporectepoH cBoboaHbIV (cntoHa) (MeTog BOXKX) 6 1360
2.73. CORT 2_SI CBobogaHbIvi kKopTM3on (aBa B3ATUs) (crntoHa) (MeToa BOXKX) 6 1770
2.72. freeCort_SlI CBoboaHbI kopTr3on (oaHo B3ATMe) (cnoHa) (metog BOXKX) 6 1360
2.74. CORT 3_SI CBoboaHbIi kKopTr3on (Tpu B3ATUS) (crntoHa) (Metog BAXKX) 6 2230
2.75. CORT 4_sSl| CBoboaHbIN kKOpTU30N (YeTbipe B3siTUS) (CritoHa) (MeToa 6 2470
2.71. TESTOST_SI TecTocTepoH cBoboaHbIn (crntoHa) (MeTog BAXKX) 6 1360
2.69. ESTRAD_SI Octpaguvon ceoboaHbIn (cntoHa) (MeTtog BOXKX) 6 1360
05.MMMYHOIEMATOJIOr'MYECKUE UCCIIEQOBAHUA
5.4. kell AHTUreHbl cuctemsl KELL 3 1260
5.3. AT-Rf-kach AT k pesyc-cakTopy (kayecTB) 1 500
5.2. Anti-Rh-fact AT Kk pesyc-hakTtopy (TUTp) 1 950
5.1. GR-KR+REZ-F "pynna kposu, pesyc-takrtop 1 450
50.3.2193. Anti_ ABO OnpegeneHve nMMyHHbIX aHTuTen no cucteme ABO 10 1720
5.5. FENOTIP ®eHoTUNMpOBaHWeE apuTpoumToB nNo aHTureHam C, ¢, E, e, Cw, K, 6 1690
06.FEMOCTA3NOJIOTNMYECKNE NCCIIEQOOBAHNA
6.8. D-dimer D-gunmep . 1 945
6.11. AVR AKTUBMPOBaHHOE BpeMs pekanbuundmkaumm nnasvel (ABP). 1 170
6.25. Anti-Xa_act AHTN-XA-aktmeHOCTb (OueHKa KOHLUEeHTpauuy renapuHa) 7 2200
6.12. ANTITROMB3 AHTUTPOMOWUH IlI. 1 405
6.3. APTT AYTB. 1 180
6.13. Lup ANTICOAG BonyaHOouYHbIN aHTUKoArynsaHT 1 1000
6.10. PTV MNO MHO (+MTB n MTW). 1 270
6.21. PARUS Mapyc-Tecr. 14 810
50.9.2228. Plasminogen Mna3muHoreH. 1 1100
6.15. PROTC MpoteunH C 3 1280
6.16. PROTS MpoTewnH S. 3 1360
6.5. PTT-PTTIDX MpoTpombuHOBOE BpeMsi, NpoTpOMOUHOBLIN MHOEKC 1 190
6.9. SFMC POMK. 1 190
6.4. TrombTime TpomOurHOBOE BpeMS. 1 190
50.7.2228. FaktorlX ®akTop IX. 8 1100
6.14. FaktorVIII dakTop VIII 8 1100
6.18. FaktorX ®akTop X 14 970
6.19. FaktorXIl dakTop Xl 14 600
6.20. FaktorXIl daxkTop Xl 14 660
6.17. Willebrand-f dakTop BunnebpaHaa 8 1000
6.6. FIBRYNOGEN ®dnbpuHoreH 1 180
6.7. FIBRIN act PubprHONUTMYECKast aKTUBHOCTb 1 180
07.0HKOOMAITHOCTUNKA
07.01.OHKOMAPKEPbI
8.7. CA-125 CA 125 (anyHukn) 1 630

8.6. CA-15-3 CA 15-3 (MonoyHble xenesbl) 1 630



8.8. CA-19-9 CA 19-9 (nomxenygoyHas xernesa, npsimasi U CUrMoBMAaHas 1 630
8.9. CA-72-4 CA 72-4 (xenynok) 1 1000
8.22. CA-242 CA-242 (nogxenygo4yHasi xenesa, TONCTbIA KALIEYHUK, npsimasi | 8 670
KMLLKa)
8.10. Cyfra 21-1 Cyfra 21-1 (HEMEnKOKNETOYHbIV paK NEerkux) 1 1100
8.25. Cyfra_UR Cyfra 21-1 B Moue. 1 1980
8.19. HE4 HE4 (anuTenuanbHbIA pak SUHHUKOB) 1 1320
8.17. pro_GRP pro-GRP 1 2470
8.18. S-100NENnO S-100 (Herpo-aHAOKPUHHBIE ONYXOnW) 1 2 460
8.12.1. b2-mGlobulin B-2 mMukpornobynuH (NMMdomMa, MHOXeCTBEHHas MyuenomMa) 1 730
8.12.2. b2-mGlob. UR B-2 mukpornobynuH (numdoma, MHOXXEeCTBEHHas M1erioma) 1 730
8.1. AFP Anbda-heTonpoTemnH (neveHb) 1 500
8.14. SCCA AHTUreH NNockokneTo4YHomn KapumnHomsl (SCC) (kapumHoma 1 1100
LUEVKN MaTKu, HOCOrMOTKW, NWLLEBOAA, YXa M Ap. Nokanu3auuii)
8.13. Ubc AHTUreH paka moyeoro ny3blpsi (UBC) (MoueBol Ny3bipb) 8 1100
8.21. ROMA Post MHuoekc ROMA B nocTtmeHonayse (anuMTenvanbHbIi pak 1 1900
8.20. ROMA Pre MHgekc ROMA B npemeHonayse (anuMTenuanbHbIi pak 1 1900
8.26.1. PSA_efis_ MK WHpekc 3gopoBbsa npocTathl (phi-nHaekc). OueHka pycka 5 6 530
Hanuuusa paka npeacratenbHon xenesol_MK
8.4. PSARATIO_MK KomnnekcHoe onpegenexne NCA cBoboaHbIn/I[CA obuwinii. 1 840
8.11. NSE HelpoHcneuudunyeckas eHonasa 1 950
8.2. PSA-TOTAL O6wwmii MCA (MpoctaTnyeckun cneunruyeckuin aHTUreH) 1 405
8.15. M2-PK OnyxoneBas M2 nupyBaTkuHasa (KonopeKTasnbHbIi pak) 8 1570
8.5. CEA POA (Toncras kvwka, npsamasi KiLka) 1 540
8.3. PSA-FREE CeobogHbin NCA (npeacratenbHas xxenesa) 1 540
8.24. Chomogranin XpomorpaHuH A 8 1330
07.02.4nTONOIrMA
07.02.01.MNyHKTaTh! LWMTOBMOHOM Xenesbl
14.16. CYTOLOG_SHIT ViccnegoBaHme NyHKTaToB LWMTOBUAHOM XKenesbl 3 730
14.19. CYT61_SHIT VMccnenoBaHve NyHKTaToB LWMTOBUAHOM Xeresbl MeTogoMm |7 1290
xXunakoctHom umtonorun BD ShurePath
07.02.02.IyHKTaTbl MOMNOYHOM Xene3bl U COCKOObI KOXN
14.18. CYT61_SK_MOL VMiccnegoBaHme NyHKTaToOB KOXMW U MOJTOYHOM >Kenesbl 7 1290
MeToAoM XuakocTHon uutonorum BD ShurePath
14.15. CYTOLOG_MOL ViccnenoBaHve NyHKTaToOB MONOYHOW Xenesbl 3 730
14.14. CYTOLOG_SK_S MccnepoeaHue cockoba koxu 3 730
07.02.03.Cockobbl C LIEVKN MaTK1 U LiepBMKanbHOro kaHana
19.102.1. CYT61_16_18 M XKnpgkocTHas umTonormsa cockoboB LENKN MaTku 1 3 1290
K LuepBuKanbHOro kaHana c onpeaenexHvem BIMNY tunoe 16,18
(SurePath FocalPoint) MK
14.13. CYT 61 XKupgkocTtHast unTonorns CockoboB LUK MaTKK U 3 1290
uepsukanbHoro kaHana (SurePath FocalPoint)
14.21.1. CERV_CANCER YKnakocTHast LMTONOrMsi COCKODOB LLIEKM MaTKK U 10 3020
_Abb_MK LepBuKanbHOro kaHana c onpegenexdvem BMNY 16/18 tunos
(onpepenexuve reHotuna), 31/33/35/39/45/51/52/56/58/59/
14.21. CERV_CANCER YKngkocTHas UMTONOrMsi COCKOOOB LLENKM MaTKK 1 3 2540
_MK LuepBuKanbHOro kaHana c onpegenexHvem BlMNY tunos
16,18,31,33,35,39,45,51,52,56,58,59 (SurePath
14.11. CYTOLOG-Pap VMccnepoBaHue cockoboB ¢ wenkn matku (no Manaxdvkonay, 3 1220
Pap-tecT)
14.2. CYTOLOG_ch-m VMccnegoBaHme cOCkOOOB C LLENKN MaTKM U LepBUKanbHoro |3 670
KaHana
07.02.04.Acnupat nonocT MaTku
14.3. CYTOLOG_asp ViccnegoBaHve acnvparta nonocty MaTkm 3 730
14.17. Paypel_byops Lintonoruyeckoe nccneposanue NAVMNENb-BUOMCUN 11 1290
07.02.05.3Hg0cKonmyeckmin matepuan
14.6. CYTOLOG_endo VccnegoBaHve a3HAOCKONUYECKOro MaTepuana 3 730
14.12. CYT-HelicPyl ViccnegoBaHme aHOOCKONMYECKOro MmaTepmana Ha 3 880
Helicobacter pylori
07.02.06.4nTonorns moun
14.10. CYTOLOG_UR LinTonormnyeckoe nccnegoBaHue moyum 3 730
07.02.07.NccnepoBaHne MOKPOTDI
14.1. CYTOLOG_mocr ViccnepoBaHne MOKpOThI 3 730

07.02.08./ccnenoBaHme KOCTHOro Mo3ra



14.22.

14.23.

14.5.
14.20.

14.9.

14.8.

14.7.

29.21.

14.26.

14.25.

14.24.

31.5.

31.4.

31.2.

31.3.

31.20.
31.22.
31.23.
31.25.
31.26.
31.17.
31.10.
31.11.
31.9.

31.7.

31.19.
31.18.
31.27.
31.8.

31.15.
31.16.
31.12.
31.28.
31.24.
31.14.
31.13.
31.21.
31.45.
31.44.
31.46.
31.47.
31.6.

31.1.

CYT_KM

CYT_MYELO

CYTOLOG_petc
CYT61_DR

CYTOLOG_tum
CYTOLOG_eros

CYTOLOG_ekcu

P16 KI67 icc

protCYT_MYEL

protCYT_OL

protCYT_HLL

FISHKMt11;17
FISHKMt15;17
FISHKMt8;21
FISHKMLt9;22
FISHBL_BCL2
FISHKMt11;14
FISHKMt11;18
FISHBLt2;5
FISHHYt2;5
FISHBL_13CHR
FISHKM_12p
FISHKM_20q
FISHKM_3q
FISHKM_5q
FISHHY_BCL2
FISHBL_BCL6
FISHBL_FGFR1
FISHKM_MLL
FISHBLPDGFRa
FISHBLPDGFRDb
FISH_TP53
FISHKM_1CHR
FISHBL_CMYC
FISHKMt14;16
FISHBL_12CHR
FISHBL_ATM
FISHKMt14;18
FISHBLt14;18
FISHKMt4;14
FISHBLt4;14
BCR-ABL_BL
FISHKM_5hll

LinTonornyeckoe nccregoBaHue oTnevaTkoB
TpenaHobuonTata KOCTHOro mosra. [logcuyer
LinTonornyeckoe nccnegoBaHue nyHkTarta (acnupaTta)
KOCTHOro mo3sra. logcyeT Mmenorpammel.
07.02.09.0pyrne nccrnenoBaHus
WccnenosaHne NyHKTATOB APYIMX OpPraHoB 1 TKaHen
VccnegoBaHmne NyHKTaToOB OPYrMX OPraHoB 1 TKaHemn
MeTOoAO0M XuakocTHol uutonoriun BD ShurePath
MccnepoBaHue cockoboB 1 0TNEYaTKoB Onyxonem un
onyxoneBonogobHbIX 06pa3oBaHuii
WccnegoBaHne cockoboB 1 OTnevaTKkoB 3p03ni, s13B, paH,
cBuLLen
MccnepoBaHue akccyaaToB, TpaccyaaToB, CEKPETOB,
3KCKPETOB
07.03.MMMYHOLINTOXNMUA
MMMYHOLMTOXMMUYECKNIA CKPUHWHT paka LUEKN MaTKu:
p16ink4, Ki67 (Ha3Ha4yaeTcst [ONOMHUTENBbHO UM BMECTE C
LUMUTONOMMYECKMM UCCregoBaHeM COCKOOOB LIENKM MaTKM
07.04.NMPOTOYHAA LULUTOMETPUA U
[narHocTvka MMHMMarnbHOM OCTaTOYHOW 6onesHu
MHOXECTBEHHOW MMENOMbl METOAOM NPOTOYHOM LIUTOMETPUN
(KOCTHBIN MO3r) (3aKa3biBaeTCst COBMECTHO C UCCINEeA0BaHNEM
[unarHocTmka MUHUManbHOM OCTaToqHOM 6one3Hn oCcTporo
nemnko3a MeToaoM MPOTOYHOWN LIUTOMETPUN (KOCTHBIN MO3r)
(3aka3biBaeTCA COBMECTHO C MUccrnes
[narHocTvka MMHMMarnbHOM OCTaTOYHOW 6onesHu
XPOHMYECKOro NMMMAonenkosa MeTogom NpoTOYHOM
LUUTOMETPUM (3aKa3biBaeTCA COBMECTHO C UCCreaoBaHNEM
07.05.LUMWTOr'EHETUKA. FISH-guarHocTtuka nemikosos
07.05.1.Mapkepbl MMenongHbix 1 MMM obnacTHbIX Nenko3oB
Onpepenexuve TpaHcnokauum t(11;17)(923;p21)
Onpegenexve TpaHcnokauum t(15;17)(922;911-g21)
OnpepgeneHve TpaHcnokauum t(8:21)(922;922) AML1/ETO
Onpegenexune TpaHcnokauun t(9;22)(q34;q11) BCR/ABL
FISH aHann3 nepectpoek BCL-2 (kpoBb)
FISH aHanu3 tpaHcnokauwm t(11;14) (KOCTHbIN MO3Tr)
FISH aHanu3 tpaHcnokauwm t(11;18) (kpoBb)
FISH aHanu3 tpaHcnokauwm t(2;5) (kpoBb)
FISH aHanu3 TtpaHcnokauwm t(2;5) (napadmHoBkIN cpes)
FISH aHanu3 moHocomun (oeneums 13 xpomMocoMbl) (KpOBb)
FISH aHanus nepecTtpoek 12p (KOCTHbIN MO3r)
FISH aHanu3 nepectpoek 20q (kpoBb)
FISH aHanus nepectpoek 3q (KOCTHbI MO3r)
FISH aHanu3 nepectpoek 5q (KOCTHbI MO3r)
FISH aHanus nepectpoek BCL-2 (napacumHoBbIl cpes)
FISH aHanu3 nepectpoek BCL-6 (kpoBb)
FISH aHanus nepectpoek FGFR1 (kpoBb)
FISH aHanu3 nepectpoek MLL (KOCTHbI MO3r)
FISH aHanus nepectpoek PDGFRa (kpoBb)
FISH aHanu3 nepectpoek PDGFRDb (kpoBb)
FISH ananus3 nepectpoek TP53 (KOCTHbIN MO3T U KPOBb)
FISH aHanu3 nepectpoikn 1 XpoMOCOMbI (KOCTHbIA MO3r)
FISH aHanus nepectporiku reHa C-MYC (kpoBb)
FISH aHanu3 TpaHcnokauum t(14;16) (KOCTHbIA MO3r)
FISH ananus Tpucomun 12 xpomocomsl (+12) (KpoBb)
FISH aHanu3 nepectpoek ATM (kpoBb)
FISH ananus tpaHcnokauum t(14;18) (932;921) (KOCTHbIA MO3r)
FISH aHanu3 TpaHcnokauum t(14;18) (q32;921) (kpoBb)
FISH aHanus TpaHcnokauun t(4;14) (p16;932) (KOCTHbIV MO3r)
FISH ananua tpaHcnokauum t(4;14) (p16;932) (kpoBb)
UccnepoBaHue mytauuoHHoro ctatyca BCR/ABL (kpoBb)
MonHasa naHenb FISH npu xpoHnyeckom numdonerikose 13
KneTok kocTHoro moara (JHK-3oHab! Ha 5 nokycos kapuoTuna:
del17p13( p53), dell1g22, del13q14, dell3

07.06.r’MCTONOrNA
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15.31.

15.32.

15.32.1.

15.33.

15.34.

15.34.1.

15.59.

15.60.

15.35.

15.36.

15.39.1.
15.39.2.

15.37.
15.38.
15.39.

15.40.1.

15.40.2.

15.40.

15.41.

15.42.

15.43.

15.44.

15.45.

15.46.

15.46.1.

15.47.

15.54.

15.55.

hist_thyroid
hist_breast

hist_breast_

hist_saliv
hist_digest
hist_digest_
hist_dig_mf

hist_int_mf

hist_soft_t

hist_skin

hist_ut_app
hist_cerv

hist_uterus
hist_ut_cav
hist_paypel

hist_pr12

hist_pr12_

hist_prostat

hist_mouth

hist_nose

hist_kidnys

hist_lung
hist_spleen
hist_lymph

hist_lymph_

hist_vessel

hist_tpepan

hist_bone

07.06.01.lLuToBMaHaN xenesa
['McTonornyeckoe nccrnenoBaHne LWNTOBUAHOM Xernesbl

07.06.02.Mono4Has xenesa
F'mcTonornyeckoe ncecnegoBaHMe MOJTOYHOM XKenesbl
(buoncuiiHeIn maTepuan)
F'mcTonornyeckoe nccnegoBaHme MOJTOYHOM XKeresbl
(onepauuoHHbI maTepuan)

07.06.03.CnitoHHbIE Xxenesbl
'cTonornyeckoe nccnegoBaHUe CrOHHBIX XXenes

07.06.04.2Kenya04YHO-KULLEYHBIV TPaKT
'cTonornyeckoe MccnegoBaHNE Xenyao4HO-KMULLEYHOTO
TpakTta (GuoncunHeIN MaTepwmarn)
'mcTonornyeckoe MccnefoBaHNE Xenyao4HO-KMULLEYHOTO
TpakTa (onepaunoHHLIN MaTepuarn)
MynbTudokansHas bruoncus xenyaka ¢ oLeHKon no
knaccudukaumm OLGA
MynbTundokanbHas 6MoNCcKUs TONCTON KULLIKW,
rMCTONOrM4Yeckoe nccneaoBaHme

07.06.05.Msrkme TkaHu
'cTonornyeckoe nccnegoBaHNe MArkMx TKaHe (CTEHKM
paHEeBbIX KaHaMNoB, TKaHb CBULLEBbLIX XOA0B U rpaHynsy,

07.06.06.Koxa
"'mcTonornyeckoe nccrnegoBaHNe KOXHbIX Y MOAKOXHbIX
HOBOOGpa3oBaHMM

07.06.07.Matka / an4Hmkn
M'mcTonornyeckoe nccnegoBaHMe MaTky € npuagaTkamm
cTonornyeckoe nccrnegoBaHue LiepBUKanbHOMo kaHarna
M'mcTonornyeckoe nccnegoBaHue WENKN MaTku
'cTonornyeckoe nccnegoBaHue aHOoMepus
'mcTonornyeckoe nccnegoBaHne aHAoOMeTpUs (I'IAl7II'IEJ'Ib-

BNOMNCUA)
07.06.08.MpencratensHas xenesa

'mcTonornyeckoe nccnefoBaHne eguHUYHbLIX GonTaToB U
mMaTepuana MynbTudokarnbHo Guoncumn npeacraTenbHom
xernesbl B 06beme o 12 obpasuos
"'mcTonornyeckoe nccnegosaHne MynbTUGOKansHoON
ovoncumn npeacraTtenbHo xenesbl (bonee 12 o6pasLoB)
M'mcTonornyeckoe ncecnegoBaHme nNnpeacTaTenbHOW Xenesbl
(onepauuoHHbI maTepuan)
07.06.09.MNonocTb pTa
'cTonornyeckoe nccnenoBaHne onyxonenoao6HbIX
o6pasoBaHuii NonocTn pta
07.06.10.MonocTb Hoca
M'mcTonormnyeckoe ncecnegosaHme obpasoBaHmiA Nasyx Hoca
07.06.11.Moykn / Mo4yeBow ny3sbipb
'McTonormnyeckoe nccrnefoBaHne NoYeK, OpraHoB
MOYEBbLIAENUTENBHON CUCTEMBI

07.06.12.Jlerkoe
"'cTonornyeckoe nccrnegoBaHne nerkmx
07.06.13.CeneseHka
'cTonornyeckoe nccrnegoBaHne ceneseHkn
07.06.14.Jlnmdbatnyeckune yanbl
M'mcTonormnyeckoe ncecnegoBaHne numdaTmnyeckmnx yanos (1-
5 numdoyanos)
'cTonormnyeckoe MccnegoBaHne NMUMGaTUYECKKX y3nos
(6onee 5 numdoyanos)
07.06.15.Cocyapl
'mcTonornyeckoe nccnegoBaHne Cocyaos
07.06.16.ccnepoBaHne KOCTHOrO Mo3ra
"'mcTonormnyeckoe ncecnegoBaHue TpenaHobuonTaTa
KOCTHOro Mo3sra
07.06.17.NccnepoBaHne KOCTHOW TKaHU
M'mcTonornyeckoe ncecnegosaHne GuoncuniHoro matepmana
KOCTHOW TKaHu (onyxonu n onyxonenogo6Hele 3abonesaHusi
KOCTUN 1 CyCTaBOB)
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15.56. hist_bone_o 'McTonornyeckoe nccnefoBaHne onepaumoHHOro 14 10 320
mMaTepuana KOCTHOW TKaHu (Onyxomnum n onyxonenogobHsle
3aboneBaHns KOCTU 1 CyCTaBOB)
07.06.18.[dpyrasa nokanusaums
15.48. hist_another 'McTonornyeckoe nccnegosaHne matepuana apyrown 3 1435
nokanusaumu

07.07.AMMYHOTI'MCTOXNMUNA
07.07.01.0npeaeneHne n oLeHka NPOrHOCTUYECKN 3HAYNUMBbIX
MapKepOB B 3110KAYECTBEHHbIX ANUTENUanbHbIX OMyXoneWn

50.105.140 EGFR_IGH EGFR (sannaepmanbHbii chaktop pocTa) 7 3970
50.106.140 HER2/neu_IGH HER 2/neu 7 4 660
50.110.140 Ki67_IGH Ki67 7 3970
50.108.140 p53_IGH p53 7 3970
29.34, VGFR_IGH VEGF 7 3970
15.70. PDL1_SP263_H Onpepenenne Pdl1 ¢ ucnonb3oBaHvemM aHTUTeN krnoHa SP |12 14 000
263 (Ventana)
15.69. PDL1_22C3_H Onpegenexne Pdl1 ¢ ncnonb3oBaHvem aHTUTEN KIOHa 12 18 760
22C3 (DAKO)
15.70.1. PDL1_SP142_H Onpepgenexune Pdl1 ¢ ucnonb3oBaHnem aHTuTen knoHa SP |7 14 000
142 (Ventana)
15.76. ALK_IHC Onpegenexune TpaHcnokauui reHa ALK (UMX) 17 14 000
(6voncuiiHbln/onepaumoHHbIN MaTepuarn)
29.38. IHC_CD138 UIMX-nccnepoBaHne Ha xpoHudeckun aHagomeTput (CD-138). 7 5520
29.37. IHC_RE_RP UIMX-ncenegosaHve peuentMBHOCTU aHaomeTpus: ER, PR 7 4 600
29.47. IHC_MOL.D MMmyHOorMcToxmmMmmyeckast auarHoctvka 3abonesaHui 7 18 550
MOJIOYHOW Kenesbl
29.50. IHC cervix MMmMyHOrMcToxMMm4eckasi ouarHocTuka 3aboneBsaHun wewkun |7 4 600
mMaTkn p16ink4, Ki67
29.51. IHC_digest_b MIMMYHOTMCTOXMMUYECKOE UccreoBaHne XKenyaoyHo- 7 12 520
KMLLIEYHOro TpakTa (GMONCUINHBIN/3HAO0CKONMYECKUA MaTepuran)
29.25. IHC_digest MMMYHOrMCTOXMMUYECKOE uccrnefoBaHve XenyaoyHo- 7 6810
KMLLEYHOrO TpakTa (onepaunoHHbIN MaTepuan)
29.23. IHC_thyroid MIMMYHOrMCTOXMMUYECKOE UccreoBaHve LWMTOBUOHON 7 13 800
xenesbl (kanbuuToHuH , Kl 67, untokepatuH 19,
29.22. IHC_gynec MIMMyHOrMCTOXUMUYECKOE UCCneaoBaHne rmHeKkonormdeckoro |7 17 450
matepuana
29.26. IHC_skin VMIMMyHOrMCTOXMMUYEeCKOe uccrneaoBaHne ans nposeaeHus 7 17 450
anddepeHUnansHON ANarHOCTUKA MeNaHOoLUTapHbIX
29.32. IHC_another MMMyHOrMcToxumuyeckoe uccrnegosaHne apyrux opraHoB U 7 17 450
TKaHewn
29.33. IHC _metastas MIMMyHOrMCTOXUMUYEeCKoe uccnefoBaHne 3rokavyecTBeHHbIX 7 17 450
onyxonen 6e3 BbIABMEHHOr0 MepBUYHOr0 ovara
29.24. IHC lung MIMMyHOrMCTOXMMUYECKOE UCCIeAOoBaHNe Nerkoro 7 11 400
29.30. IHC_lymph MIMMyHOrMcToXumMu4eckoe uccrnegosaHne numaatnyeckmx 7 17 450
41.801. IHC_MOL MMMYHOI'MCTOXNMNYECKOE NCCINEOOBAHUE 7 6 900
MOJOYHOW XEJES3bI (ER, PR, Her2/neu, Ki67)
29.27. IHC_soft_t MIMMyHOrMCTOXUMUYECKOE UCCneaoBaHNe MArkux TKaHen 7 11 400
(MbllleYHas, XMpoBasi, HepBHasi M CUHOBMANbHas TKaHW,
ONyXonn KPOBEHOCHbLIX COCYAOB).
29.31. IHC_cns VIMMYHOrMCTOXUMUYECKOE UCCIea0BaHNE OMyXOnen rofioBHOro |7 17 450
M CMUHHOIO MO3ra
29.29. IHC_kidney MIMMYHOrMCTOXMMUYECKOE UCCrefoBaHMe NoYek v Apyrnx 7 11 400
opraHoB MOY€eBbIAENUTENBHON CUCTEMDI
29.52. IHC_bm MMmyHOrmcToxmmmyeckoe uccrnegosaHve TpenaHobuontara 7 22 400
KOCTHOro Mo3ra
29.28. IHC_prostata KomnnekcHoe MMMYHOrMCTOXMMUYECKOE UCCreaoBaHne 7 13 800
OvonTaToB NpeAcTaTenbHOW Xene3bl C OLEeHKOM IKCNpeccum
AMACR (a-methylacyl-CoA racemase, P504S), untokep
29.48. IHC_endo_chr KomnnekcHoe MMMyHOrMcToXMMrM4eckoe nccnegoBaHne npuy 7 11 200
XpoHuyeckom aHgomeTpute (CD 138, CD 20, CD16,CD56)
29.49. IHC_endo PaclumpeHHoe KOMMNNEKCHOE MMMYHOTMCTOXUMUYECKOE 7 12 000
uccrnegosaxuve saHgometpus (CD 138, CD 20, CD16,CD56, ER,
PR)

07.08.0/TYOPECLIEHTHAA TMEPUAN3ALINA in situ (FISH)



07.08.01.Mono4Has xenesa

50.114.140 HERZ2_FISH Onpegenenve HER2 ctaTyca onyxonn metogom 12 27 500
5. dnyopecueHTHON rmMbpuansaumm in situ (FISH)
07.08.02.0pyras nokanusauus
15.79. 1p19q_fish Onpepgenexune kogeneuun nokycos 1p/19q metogom 16 16 560
dnyopecueHTHON rmbpuamsaumm in situ (FISH)
15.82. Melanom_FISH Onpegenexuve konuyecTtsa konuii reHoB RREB1 (6p25), 12 24 840

MYB (6923), CCND1 (11913) 1 ueHTpomepbl 6 MeToaom
FISH npw gnarHoctuke menaHoMbl KOXWn
07.10.00MOJIHUTEJIbHBIE YCIYTI
29.5. HYST_DOP_PR [ononHuTenbHOE M3roTOBIIEHNE TMCTONOMMYECKMX NpenapaToB 5 1580

3180

w

29.35. hist_scan LindpbpoBoe ckaHMpoBaHWe npenapaToB (3a cnyyan)
08.MUKPOCKOIMNMWUYECKWE UCCNEOOBAHUA
08.01.MNKPOCKOINYECKME NCCINEQOBAHUA

YPOTEHUTAJIBHOIO TPAKTA
16.1. Ginekology "'MHekonornyeckun Masok Ha cnopy. 2 340
16.1.1. Ginekol_V Masok Ha cnopy 13 Brnaranuiia. 2 340
16.2. Urology Ma3sok Ha ¢ropy 13 ypeTpbl 2 340
16.1.2. Ginekol_C Ma3sok Ha dnopy 13 LepBrKanbHOro kaHana 2 340
08.02.MUKPOCKOINWUYECKUE UCCJIEQOBAHNA CIEPMbI U
CEKPETA MNMPOCTATHI
16.3. Micr SecrPr CekpeT npocTtarthl. 2 340
16.14. Retro_eacl TecT Ha peTporpagHyto 3sKynaumo 1 450
OB.O3.MVIKPOC!<OI‘IVI‘—IECKVIE NCCNEQOBAHUA OPYTUX
JIOKAITM3ALA
16.5. DEMODEX AHanu3 Ha femMoaekc (pecHu1LbI, Koxa) 1 310
16.4. MOCROTAPR KnuHuyeckuin aHanms MoKpoThbl 1 450
16.17. RINOGRAMMA Masok Ha 3031HOGUITbI OTAENSEMOrO CIM3UCTLIX 060Io4eEK 2 310
(mMa3kum 13 Hoca, 3eBa, yxa, OTAEeNnseMoro rnasa)
16.12. Synov_mic Mukpockonuyeckoe nccnegoBaHne CUHOBMANbHOM XMOKOCTN |2 310
16.10. Rinocitogram PuHouutorpamma 2 450
09.0VMAFTHOCTUKA NHOEKLINW
09.01.MUKPOBNONOIMYECKAA OUATHOCTUKA
09.01.01.KOMIMNEKCHbIE MCCJTIEAOBAHUA
09.01.01.01.MMKPOCKOTNYECKNE NCCNEOQOBAHNA
166.0.03.2 NM_MIKROSKO Mwukpockonuueckoe uccnegoaHme Bornoc Ha rpubsl_MK |2 600
166.0.03.3 NM_MIKROSKO Mukpockonmnyeckoe nccnegoBaHue cockoba ¢ Koxm Ha |2 600
0.11.0. P_KOZHA_ MK rpmbbl_MK
166.0.03.1 NM_MIKROSKO Mukpockonuyeckoe uccrnegoBaHue cockoba ¢ Horreson |2 600
5.11.0. P_NOGTI_MK nnactuHel Ha rpnbsl_MK
09.01.01.02.MMKOJTIOI'MHYECKUE NCCITIEQOBAHUA
155.0.03.2 |NM_DERMA_VO Mukonoruyeckoe uccregoBaHve BOoc Ha 21 880
8.00.0. LOS_MK aepmatomuueTol (Trichophyton spp., Microsporum spp.,
Epidermophyton spp.) MK
155.0.03.3 NM_DERMA_KO Mwukonoruyeckoe nccnegoBaHne cockoba ¢ KoXxu Ha 21 880
0.00.0. ZHA_MK nepmatomuueTsl (Trichophyton spp., Microsporum spp.,
Epidermophyton spp.)_MK
155.0.03.1 |NM_DERMA_NO Mukonorudeckoe uccrnegoBaHue cockoba ¢ HOrTeBom 21 880
5.00.0. GTI_MK nnacTtuHbel Ha gepmatomuueTol (Trichophyton spp.,
Microsporum spp., Epidermophyton spp.) MK
09.01.01.03.MMKPOBUNOJIOIMYECKME
09.01.01.03.01.MNKPOBNONOIrMYECKAA
124.0.05.1 NM_DISBAC_AB MukpoGuronornyeckasa gnarHoctuka gucbakrepnosa 5 1400
9.01.3. _BF_MK KMLLIEYHUKA C onpeaeneHnem 4yBCcTBUTESNbHOCTU
BO3byauTens k aHTMbakTepuanbHbIM NpenapaTtam u
124.0.05.1 NM_DISBAC_AB Mukpoburonoruyeckasi guarHoctuka gucbakrepuosa |5 1290
9.01.0. _MK KvLLeYHuKa ¢ ornpenerieHnem YyBCTBUTENBHOCTU
BO3OyauTEns K aHTMbakTepuanbHbIM
123.0.05.1 NM_COLI_GRUP Moces kana Ha Bo3byauTenemn K1WeYHon rpynnbl 5 1120

9.01.0. _KAL_AB_MK (Shigella spp., Salmonella spp.) c onpegeneHnem
YyBCTBUTENbHOCTUN BO3BYyAUTENS K
aHTMbakTepmanbHbiM npenapa_MK



123.0.05.1
9.01.3.

141.0.05.1
9.01.0.

141.0.05.1
9.01.3.

130.0.05.1
9.01.0.

120.0.05.1
9.01.3.

120.0.05.1
9.01.0.

140.0.01.0
5.01.0.

120.4.01.0
5.01.3.

120.4.01.0
5.01.0.

138.0.01.0
5.00.0.
139.0.01.0
5.01.0.

121.0.01.2

7.01.0.

121.0.01.2
6.01.0.

140.0.01.2
6.01.0.

120.4.01.2
6.01.3.

120.4.01.2
6.01.0.

139.0.01.2
6.01.0.

140.0.01.2
7.01.0.

120.4.01.2
7.01.3.

120.4.01.2
7.01.0.

NM_COLI_GRUP
_KAL_AB_BF_M
K
NM_STAPH_KAL
_AB_MK

NM_STAPH_KAL
_AB_BF MK

NM_CLOSTR D_
KAL_AB_MK

NM_MF&MF_AB
_BF_MK

NM_MF&MF_AB
MK

NM_MYCOP_VL
AG_AB_MK

NM_MF_4_VLAG
_AB_BF_MK

NM_MF_4 VLAG
_AB_MK

NM_TRICHOM_V
LAG_MK
NM_UREAP_VLA
G_AB_MK

NM_ANAER_CE
RVIK_AB_MK

NM_ANAER_UR
ETRA_AB_MK

NM_MYCOP_UR
ETRA_AB_MK

NM_MF_4_URET
RA_AB_BF MK

NM_MF_4 URET
RA_AB_MK

NM_UREAP_UR
ETRA_AB_MK

NM_MYCOP_CE
RVIK_AB_MK

NM_MF_4_CERV
IK_AB_BF_MK

NM_MF_4_CERV
IK_AB_MK

MoceB kana Ha BO3OyauTenemn KMLWEYHON rpynnbl
(Shigella spp., c onpegeneHnem 4yBCTBUTENBHOCTU
B030OyauTens Kk aHTMbakTepmanbHbIM Npenaparam u

MoceB kana Ha 301T0TUCTbIN CTaUITOKOKK
(Staphylococcus aureus) ¢ onpegeneHvem
YyyBCTBUTENBHOCTU BO36ya_ MK

[Moces kana Ha 30M0TUCTLIN CTaUITOKOKK
(Staphylococcus aureus) ¢ onpegeneHvem
YyBCTBUTENBHOCTU BO3OYyANTENS K
aHTubakTepunanbHbIM npenapatam n 6aktepnodp MK
Moces kana Ha knocTtpuaum (Clostridium difficile) ¢
onpegeneHMeM 4yBCTBUTENbHOCTU BO3byauUTENs K
aHTubakTepnanbHbIM npenapatam_MK

Moces kana Ha MUKpOIIopy C onpeaeneHnem
YyBCTBUTENBHOCTH BO3BYyAMTENS K
aHTMBakKTepuasbHbIM Npenaparam u

MoceB kana Ha MUKPOMIopY C onpeaeneHnem
YyBCTBUTENbHOCTU BO3OyanTENS K
aHTubakTepunanbHbIM npenapatam_MK

09.01.01.03.02.MMKPOBNONOI'MYECKAA

MoceB 13 Bnaranuiia Ha MMKOMNasmy XOMUHUC
(Mycoplasma hominis) ¢ onpegenexvem
YYBCTBUTENBHOCTM BO3OyauTens K

Moces 13 Bnaranvwa Ha Mnkpodriopy ¢
onpegeneHmeM 4yBCTBUTENbHOCTH BO3byauTens K
aHTUbakTepumanbHbIM Npenaparam u

Moces n3 Bnaranva Ha MUKPOIopy ¢
onpeaeneHMeM 4yBCTBUTENbHOCTU BO3OyaMUTENS K
aHTubakTepmanbHbiM npenapatam_MK

Moces 13 Bnaranvwa Ha TpmxomoHunas (Trichomonas
vaginalis).

Moces v3 Bnaranvwa Ha ypeannasmy ypeanutukym
(Ureaplasma urealiticum) c onpegeneHvem
YyBCTBUTENBHOCTUN BO3OyANTENS K
aHTubakTepmanbHbiM npenapatam_MK

lMoceB 13 13 LepBUKaNbLHOrO kaHarna Ha aHa3pobHyHo
MUKPOOpY C onpeaeneHnemM YyBCTBUTENbHOCTU
BO3OyauTens K aHTMbakTepuanbHbIM

MoceB 13 ypeTpbl Ha aHa3pobHyto MUkpodriopy ¢
onpegeneHvem YyBCTBMTENbHOCTM BO3byanTens K
aHTubakTepmanbHbiM npenapatam_MK

MoceB 13 ypeTpbl HA MUKOMNIA3My XOMUHUC
(Mycoplasma hominis) ¢ onpegenexHuem
YYBCTBUTENBHOCTM BO3byauTENs K

MoceB 13 ypeTpbl Ha MUKPOGIIOPY C onpederneHnem
YyBCTBUTENBHOCTU BO30YAMTENS K
aHTUGaKTepuanbHbIM Npenaparam u

MoceB 13 ypeTpbl Ha MUKPOIIOPY C onpeaeneHnem
YYBCTBUTENbHOCTUN BO3OYAMTENS K
aHTMbakTepuanbHbiM nNpenapatam_MK

lMoceB 13 ypeTpbl Ha ypeannasmy ypeanuTUKym
(Ureaplasma urealiticum) ¢ onpegenexHvem
YYBCTBUTENbHOCTWN BO3OYAMTENS K
aHTMbakTepuanbHbiM nNpenapatam_MK

[MoceB 13 uepBMKaNbHOrO KaHana Ha MUKONa3my
xomuHuc (Mycoplasma hominis) ¢ onpegenexHvem
YYBCTBUTENBHOCTU BO3OyanUTENS K
aHTMbakTepmanbHbiM npenapat_MK

MoceB 13 LepBMKanbHOro KaHana Ha MMKpodiopy ¢
onpegeneHvem YyBCTBMTENbHOCTM BO3byanTens K
aHTMGaKTepuanbHbIM Npenapartam u

MoceB 13 LepBKKanbHOro KaHana Ha MMKpodopy ¢
onpeaeneHmemM YyBCTBUTENBHOCTU BO3OyAUTENS K
aHTubakTepuanbHbiM npenapatam_MK
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139.0.01.2
7.01.0.

120.1.06.2
4.01.3.

120.1.06.2
4.01.0.

120.4.09.2
2.01.3.

120.4.09.2
2.01.0.

120.4.08.2
3.01.3.

120.4.08.2
3.01.0.

121.0.01.0
6.01.0.

120.6.01.0
6.01.3.

120.6.01.0
6.01.0.

120.6.01.1
120.6.01.1
2.01.0.

121.0.01.0
7.01.0.

120.6.01.0
7.01.3.

120.6.01.0
7.01.0.
120.6.01.1
3.01.3.

120.6.01.1
3.01.0.

141.0.01.1
0.01.0.

120.2.01.1
0.01.3.

NM_UREAP_CE
RVIK_AB_MK

NM_MF_1_AB_B
F_MK

NM_MF_1_AB_M
K

NM_MF_4_SEKR
ET_AB_BF_MK

NM_MF_4 SEKR
ET_AB_MK

NM_MF_4 SPER
M_AB_BF_MK

NM_MF_4 SPER
M_AB_MK

NM_ANAER_L_A
B_MK

NM_MF_6_GLAZ
_L_AB_BF_MK

NM_MF_6_GLAZ
_L_AB_MK

NM_MF_6_UKH
NM_MF_6_UKH
O_L_AB_MK

NM_ANAER_P_A
B_MK

NM_MF_6_GLAZ
_P_AB_BF_MK

NM_MF_6_GLAZ
_P_AB_MK
NM_MF_6_UKH
O_P_AB_BF_MK

NM_MF_6_UKH
O_P_AB_MK

NM_STAPH_ZEV
_AB_MK

NM_MF_2 ZEV_
AB_BF_MK

MoceB 13 uepBUKanbHOro KaHana Ha ypeannasmy
ypeanutukym (Ureaplasma urealiticum) ¢
onpegeneHMeM 4yBCTBUTENbHOCTU BO3OyaMTENs K
aHTubakTepunanbHbiM np_MK

MoceB Moun Ha MyKpodnopy € onpeaeneHnem
YyBCTBUTENBHOCTU BO30YyANTENS K
aHTMbakTepmarnbHbIM Npenaparam u

lMoceB MouM Ha MUKPOGIOPY C onpeaeneHnem
YyBCTBUTENBHOCTU BO3GYyaANTENS K
aHTubakTepumanbHbiM npenapatam_MK

MoceBs cekpeTa npocTaTtbl HA MUKPOITOPY C
onpegeneHvem YyBCTBMTENbHOCTM BO3byanTens K
aHTMbakTepmarnbHbIM Npenaparam u

MoceB cekpeTa NpocTaTthl Ha MUKPOGopy C
onpeaeneHnem YyBCTBUTENBLHOCTM BO3GyAMTENS K
aHTMbGakTepuasnbHbiM Npenapatam_MK

MoceB cnepmbl Ha MMKPOIIOPY C ONpPeLENEHNEM
YyBCTBUTESILHOCTU BO30YAUTENS K
aHTMBakTepuarbHbIM Npenapartam v

MoceB cnepmbl Ha MUKPOIIOPY C OnNpeaeneHnem
YyBCTBUTENLHOCTH BO30BYyAMTENS K
aHTMbakTepuasnbHbiM Npenapatam_MK

09.01.01.03.03.MNKPOBNONOI’MYECKAA
OVNATHOCTUKA MUKPO®JIOPbI OTAENMAEMOIO
YXA NTTIA3A

Moces 13 NeBoro rnasa Ha aHaspoGHYIo
MUKPOGIIOpY C OnpeaeneHneM YyBCTBUTENBHOCTM
BO3OyauTens k aHTMbakTepranbHbIM

Moces 13 NeBoro rnasa Ha MUKPOgIIopy C
onpeaeneHnmemM YyBCTBUTENbHOCTM BO3ByaMTens K
aHTUGaKTepuanbHbIM Npenaparam u

MoceB 13 neBoro rnasa Ha Mukpodnopy ¢
onpegeneHvem YyBCTBMTENbHOCTM BO3byanTens k
aHTubakTepmanbHbiM npenapatam_MK

Moces 13 nesoro yxa Ha Mykpodiopy ¢
Moces 13 nesoro yxa Ha MUKpodriopy ¢
onpegeneHmeM 4yBCTBUTENbHOCTN BO3byauTens K
aHTubakTepmanbHbiM npenapatam_MK

MoceB 13 NpaBoro rrnasa Ha aHasapooHyo
MUKPOCIIOPY C ONpeaeneHnem YyBCTBUTENbHOCTM
BO3OyaMTENs K aHTMbaKkTepuansHbIM

MoceB 13 npaBoro rrnasa Ha Mukpodopy ¢
onpeaeneHnemM YyBCTBUTENbHOCTM BO3byaMTens K
aHTUGaKTepuanbHbIM Npenaparam u

Moces 13 npaBoro rnasa Ha MUKpodropy C
onpeaenieHnem YyBCTBUTENbHOCTM BO3GYAMTENS K
MoceB 13 NpPaBoOro yxa Ha MUKPOIIopy ¢
onpefeneHnem YyBCTBUTENBLHOCTM BO3GyaAMTENS K
aHTMBakTepuasbHbIM Npenaparam u

MoceB 13 NpaBoro yxa Ha MUKpodropy ¢
onpeaenieHnem YyBCTBUTENbHOCTM BO3GYAMTENS K
aHTMbakTepuarnbHbliM Npenapatam_MK

09.01.01.03.04.MMKPOBNONOI’MYECKAA
OVNATHOCTUKA MUKPO®JTIOPbI BEPXHUX
HUXKHUX ObIXATEJSIbHbIX MYTEN

lMoceB 13 3eBa Ha 30M0TUCTbIN CTaPUNOKOKK
(Staphylococcus aureus) ¢ onpegeneHvem
YyBCTBUTENBHOCTU BO3OyanUTENS K
aHTubakTepnanbHbIM npenapatam_MK

MoceB 13 3eBa Ha MMKpOdopy € onpeaeneHvem
YyBCTBUTENbLHOCTU BO30YANTENS K
aHTMbakTepmanbHbIM Npenaparam u
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120.2.01.1
0.01.0.

142.0.01.1
0.01.3.

142.0.01.1
0.01.0.

141.0.01.1
6.01.0.

120.2.01.1
6.01.3.

120.2.01.1
6.01.0.

120.2.07.3
5.01.0.

144.0.00.0
0.01.0.

144.0.00.0
0.00.0

120.5.04.0
8.01.3.

120.5.04.0
8.01.0.

120.5.04.0

120.5.04.0
9.01.0.

121.0.01.2
1.01.0.

120.7.01.2
1.01.3.

120.7.01.2
1.01.0.

122.0.10.3
1.00.0.

168.0.

NM_MF_2 ZEV_
AB_MK

NM_STR.PYO_Z
EV_AB_BF_MK

NM_STR.PYO_Z
EV_AB_MK

NM_STAPH_NO
S_AB_MK

NM_MF_2_NOS_

AB_BF_MK

NM_MF_2_NOS_

AB_MK

NM_MF_2_MOK
ROTA_AB_MK

NM_DIPHTHER_
ZV_NS_AB_MK

NM_DIPHTHER_
ZV_NS_MK

NM_MF 5 L_AB
_BF_MK

NM_MF 5 L_AB
_MK

NM_MF 5 P_AB

NM_MF 5 P_AB
_MK

NM_ANAER_RA
NA_AB_MK

NM_MF_7_AB_B
F_MK

NM_MF_7_AB_M
K

NM_MFANAER _
KROV_MK

NM_Mikro_GR

MoceB. 13 3eBa Ha MUKpOopy € onpeaeneHvem
YYBCTBUTENBHOCTW BO3OyauTens K
aHTubakTepmanbHbiM npenapatam_MK

[MoceB 13 3eBa Ha MMOreHHbIN CTPENTOKOKK
(Streptococcus pyogenes) ¢ onpegeneHvem
YyBCTBUTENBHOCTU BO3bYyaANTENS K
aHTMbakTepmarnbHbIM Npenapatam u 6aktep_MK

[MoceB 13 3eBa Ha MMOreHHbIN CTPENTOKOKK
(Streptococcus pyogenes) ¢ onpegeneHvem
YyBCTBUTENBHOCTU BO3OYyaANTENS K
aHTMbakTepmanbHbiM npenapatam_MK
MoceB 13 HOca Ha 30I0TUCTbIN CTAaOUITOKOKK
(Staphylococcus aureus) ¢ onpegeneHvem
YyBCTBUTENBHOCTU BO3OYyaANTENS K
aHTMbakTepmarnbHbiM npenapatam_MK

MoceB U3 HOCa Ha MUKPOCOIIOPY C onpeaeneHrem
YYBCTBUTENBLHOCTM BO3BYaNUTENS K
aHTUGaKTepuanbHLIM Npenaparam u

MoceB 13 Hoca Ha MMKpPOdopy C onpeaeneHnem
YyBCTBUTENbHOCTU BO3OyanTENS K
aHTubakTepunanbHbIM npenapatam_MK

MoceB MOKpOTLI HA MUKPOIIOPY C OnpeaeneHem
YyBCTBUTENBLHOCTU BO3OYyANTENS K
aHTMGakTepuanbHbiM nNpenapatam_MK

Moces Ha Bo3byanTensa audtepun (Corynebacterium

diphtheriae) c onpegeneHne 4yBCcTBUTENBHOCTYU
BO3OyauTEns K aHTMbakTepmanbHbIM

MoceB oTAENAEMOro BEPXHUX AbIXaTenbHbIX NyTen
(Hoc u 3eB) Ha Bo3GyauTens andTepum
(Corynebacterium diphtheriae) MK

09.01.01.03.05.MNKPOBNONOI’MYECKAA
OVNATHOCTUKA MUKPO®JIOPbI TPYOHOIO
MOJIOKA

MoceB rpygHOro Moroka neBon rpyan Ha
MUKPOMIIOPY C onpeaerneHneM YyBCTBUTENBHOCTH

BO30OyauTens Kk aHTMbakTepmanbHbIM Npenaparam u

MoceB rpygHOro Mosioka NeBoK rpyamn Ha
MUKPOGOIIOPY C onpeaerieHMeM YyBCTBUTENBHOCTH
BO3OyaMTEns K aHTMbakTepuanbHbIM

MoceB rpygHOro Mosioka NpaBovi rpyam Ha

MoceB rpygHOro Mosioka NpaBovi rpyam Ha
MUKPOIIOPY C ornpeaerieHMeM YyBCTBUTENBHOCTH
BO30yaMTENs K aHTMbakTepuansHbIM

09.01.01.03.06.MUKPOBNONOI’MYECKAA
ONATHOCTUKA MUKPO®IIOPbI PAHEBOIO
OTAOENAEMOIo

MoceB oTAENsieMoro paHbl Ha aHa3POBHYO
MUKpPOopy € onpeaeneHnemMm YyBCTBUTENbHOCTH
BO36yauTEns K aHTMbakTepuanbsHbIM

MoceB oToensaemoro paHbl Ha MUKpPOgopy ¢
onpeaeneHmemM YyBCTBUTENBHOCTU BO30yAUTENS K
aHTMbaKTepuanbHbIM Npenapartam un

MoceB oTaensieMoro paHbl Ha MUKpodriopy ¢
onpeaenieHnem YyBCTBUTENbHOCTM BO3GYyAMTENS K
aHTMbakTepuarnbHbiM Npenapatam_MK

09.01.01.03.07.MUKPOBNONOI’MYECKAA
OVNATHOCTUKA KPOBW N NMYHKTATOB

MoceB KPOBM Ha a3pobHyto 1 aHa3POGHYH0
MMKPOIIOPY C ONpefeneHnem YyBCTBUTENBHOCTM
BO30yAuTens k aHTUGaKkTepmansHbIM

09.01.02.0CHOBHbLIE MCCITIEOOBAHNA
09.01.02.01.MMKPOCKOTTMYECKNE NCCIIEOOBAHNA

Mukpockonmnyeckoe nccnegoBaHne maska ¢ okpackom no |1
pamy (c oueHkow no wkane HotomxeHTa)

w
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1370

1120

1120

1300

1050

1050

1290

770

1370

1050

1370
1050

1120

1290

1050

980
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166.0.
167.0.

165.0.
165.1.

152.0.

153.0.

155.0.

154.0.

133.0.
183.0.

170.0.
124.0.

134.0.
151.0.
171.0.

185.0.
120.5.

120.9.
120.0.

120.1.
121.0.
122.0.
173.0.

123.0.

150.0.
144.0.

137.0.

143.0.
136.0.
135.0.
141.0.

132.0.
129.0.
126.0.
130.0.
145.0.
147.0.
131.0.
146.0.
140.0.
142.0.
127.0.
138.0.
139.0.
172.0.
128.0.
125.0.
120.2.

120.6.

NM_Mikro_micol
NM_Mikro_N

NM_MICROSKO

NM_mikros_Kur

NM_mico&mico

NM_Asperg&Asp
erg
NM_derma&derm
a

NM_Crypt&Crypt

NM_PTI&PTI
NM_PR-KI
NM_PR-KIM_MK
NM_Disbac&Disb
ac
NM_OKZ&OKZ
NM_choler&chole
NM_PR-
NMMF_Implant
NM_MF_5&MF
NM_MF_9&MF
NM_MF&MF

NM_MF_1&MF
NM_Anaer
NM_MFAnaer&M
NM_STR.AGA&S
NM_coli_grup&co
li_grup
NM_Clostr_b&Clo
NM_diphther&dip
hther
NM_Gardner&Ga

N.M_Haemoph&H
NM_gonor&gonor
NM_Candida&Ca
NM_Staph&Staph

NM_Yersin&Yersi
NM_Campyl&Ca
NM_0157&0157
NM_Clostr_d&Clo
NM_B.perB.par&
NM_Legion&Legi
NM_Listeria&List
NM_mening&men
NM_Mycop&Myc
NM_Str.pyo&Str.p
NM_Salmoné&Sal
NM_Trichom&Tri
NM_Ureap&Urea
NM_UR_MY&UR
NM_Shigel&Shig
NM_Escher&Esc
NM_MF_2&MF

NM_MF_6&MF

MVIKpOCKOI'II/I‘-IeCKOG nccnengoBaHmne Ha Fpl/l6bl
MVIKpOCKOI'IVI"IeCKOG nccnegoBaHme HaTUBHOIoO Maska C

okpackou no Npamy

MVIKpOCKOI'IVILIeCKOG nccnegosaHme HaTUBHOIo

MWUKpPOCKONUS yPOreHUTanbHOro TpakTa
09.01.02.02.MUKOJTOTMYECKNE UCCJIEOOBAHNA

2
1

2
1

KomnnekcHoe Mukornornyeckoe nccnegoBaHue Ha Fpl/l6bl 14

(Candida spp, Aspergillus spp., Cryptococcus
Mwukonoruueckoe nccnegoBaHve Ha acneprunibl

(Aspergillus spp.)

Mukonoruyeckoe uccrnegoBsaHve Ha 4EPMaTOMULLETbI
(Trichophyton spp., Microsporum spp., Epidermophyton

Mwukonormyeckoe UccnefoBaHne Ha KPUMTOKOKK
(Cryptococcus neoformans)

09.01.02.03.MUKPOBMNOJIOTMYECKHNE
[unarHoctrka nmweBbiX TOKCUKOMHMEKLMI
KomnnekcHas aMarHoCTuKa KuweyHblX MHAEeKLmn

KomMnnekcHoe uccrneaoBaHne MUKpodnopsl
Mukpoburonormyeckan amarHocTuka aucbakrepmosa

KMLWeYHUKa

MukpoGuronormyeckasi AnarHoCTUKa KULLEYHbIX
MVI;(pOGVI(;J‘IOFVI‘-IeCKaH OVarHoCTMKa xonepbl
Mwukpo6uoueHos Braranuwa_ MK

Moces Buonoruyeckoro MaTepuana npy MMNIaHTosnorm
MoceB rpygHoOro monoka Ha MUKpodriopy

Moces xen4yn Ha Mukpodnopy

lMoceB kana Ha Mukpodnopy

[MoceB Mmoun Ha mukpodnopy

Moces Ha aHaapobHyo MuKpodnopy

MoceB Ha aspobHyto 1 aHa3POBHY MUKPONopy
Moces Ha BeTa-reMoNMTUYECKUIA CTPENTOKOKK rpynmbl B
MoceB Ha Bo3GyauTenen kuweyHon rpynnel (Shigella
spp., Salmonella spp.)

Moces. Ha Bo3byauTens 6otynuama (Clostridium

Moces Ha Bo3byanTensa audtepun (Corynebacterium

diphtheriae)

Moces Ha rapgHepennés (Gardnerella vaginalis)
Moces Ha remodmnbHY0 MHekumto (Haemophilus

Moces Ha roHopeto (Neisseria gonorrhoeae)
MoceB Ha rpmbel p.Candida
MoceB Ha 30moTUCTLIN cTadmnokokk (Staphylococcus

aureus)

Moces Ha nepcuHno3s (Yersinia spp.)

Moces Ha kamnunobakTepros (Campylobacter spp.)
Moces Ha knweyHyto nanoyky (Escherichia coli

Moces Ha knoctpuammn (Clostridium difficile)

MoceB Ha kokntow n napakokntow (Bordetella pertussis,
Moces Ha nervoHennés (Legionella)

MoceB Ha nuctepmos (L.monocytogenes)

Moces Ha meHWHIUT (Neisseria meningitidis)

Moces Ha mukonnaamy xomuHuc (Mycoplasma hominis)
MoceB Ha NMOreHHbIN CTPENTOKOKK (Streptococcus
Moces Ha canbMoHenne3 (Salmonella spp.)

MoceB Ha TpuxomoHuas (Trichomonas vaginalis)
Moces Ha ypeannasmy ypeanuTtukym (Ureaplasma
lMoceB Ha ypeannasmy ypeanuTukym 1 MUKONmnasmy
Moces Ha wurennes (Shigella spp.)

Moces Ha awepuxuos (Escherichia spp.)

MoceB oTAENAEMOro BepXHUX AbIXaTerbHbIX NyTeil Ha

MoceB oTgensiemoro rnas, ywen Ha Mukpodropy
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560
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340
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810
4 230

1300
970

810
810
1000

1785
730

810
810
675
810
810
810
810

810
810

810

810
810
810
810

810
810
810
810
810
810
810
810
810
810
810
810
810
1260
810
810
730

730



120.3. NM_MF_3&MF MoceB oTAENSEMOro HUXKHMX AbIXaTeNbHbIX NyTen Ha 4 810
Mukpocdpnopy (Tpaxes, 6poHxwm)

120.7. NM_MF_7&MF Moces oTaensieMoro paHbl Ha MUKpodnopy 4 730

120.4. NM_MF_4&MF [MoceB oTAENSEMOrO YpOreHUTanbLHOro Tpakra Ha 4 560

120.8. NM_MF_8&MF [MoceB nyHKTaTOB Ha MUKpPOMopy 7 810

09.01.02.04.A0MONHUTEJIbHBIE NCCITEAOBAHNA

01. ABP_chuv Onpepgenexne 4yBCTBUTENBHOCTU BO3byanTENs K 1 330
aHTubakTepuanbHbIM NpenapaTam (4am)

03. Fag_chuv Onpepgenexne 4yBCTBUTENBHOCTU BO3byauTEns K 1 240
OakTeprodaram

13. ABPR__VitekMIC Onpepgenexne 4yBCTBUTENBHOCTU BO3byanTENs K 2 1290

pacwupeHHomy cnektpy ABI1, c onpeaeneHnem
MUWHMMarbHON MHIMBbupytoLen koHueHTpaummn (MUK,

02. ABPR_chuv OnpegeneHne YyBCTBUMTENbLHOCTM BO3byanTeEns K 2 490
pacLUMPEHHOMY CMEKTPY aHTMbakTeprarnbHbIX
05. ESBL_chuv Onpepgenexne YyBCTBUTENBHOCTU K 1 330
aHTubakTepunanbHbIM npenapatam ESBL-wuTammoB
06. MRSA_chuv OnpegeneHve YyBCTBUMTENbHOCTM K 1 330
aHTubakTepmanbHbiM npenapatam MRSA-wTammoB
09. ExABP_chuv OnpepgeneHne YyBCTBUTENBHOCTU K 1 330
aHTMbaKTepmanbHbIM NpenapartamM BCEero crnekrpa
08. Fungitest_chuv OnpegeneHne YyBCTBUTENbHOCTM K aHTUMUKOTUKaM C 1 1000
ucnornb3oBaHuem Ttect-cuctem "Fungitest”
07. MIC_chuv OnpepgeneHne YyBCTBUTENBbHOCTU K aHTUMUKOTUYECKUM |1 330
npenaparam
04. Fag_Staph darotunmsaums ctadunokokka 1 490
09.01.02.05.AHTUTEHHBIE TECTbI, SKCIPECC-
157.0. NM_Adeno&Aden ApeHoupyc (Adenovirus, onapenHbIi CUHOPOM), 2 970
o] aHTUreHHbIN TeCcT
163.0. NM_influen&influ UHdnoeHua A+B (Influenza A+B, rpunn), aHTUreHHbIn | 2 1120
176.0. NM_0157_ag WccneposaHue Ha Escherichia coli O157:H7 2 1260
(onaperHbIn CUHAPOM), aHTUMEHHbIN TECT
158.0. NM_Crypt_at&Cr KpunTtocnopuanmn napsym (Cryptosporidium parvum, 2 970
ypt_at OvapewiHbIi CUHOPOM), aHTUrEHHBIN TeCT
159.0. NM_lyambli&lyam Nambnuu (Giardia liamblia, gnapenHbii cuHapom), 2 970
bli AHTUrEHHbIN TECT
175.0. NM_ROTA_ADE O6HapyxeHune poTaBnpyCcoB 1 aJEHOBMPYCOB, 2 1300
NO @HTUreHHbIN TeCcT
156.0. NM_Rota&Rota PotaBupyc (Rotavirus, onapenHsin cuHapom), 2 810
@HTUrEHHbIN TEeCT
162.0. NM_Str.pyo_at&S CtpenTokokka rp.A (Streptococcus pyogenes), 2 970
tr.pyo_at AHTUrEHHbIN TECT
161.0. NM_S.agal_AG& CrtpenTokokka rp.B (Streptococcus agalactiae), 2 970
S.agal_AG AHTUrEHHbIN TECT
160.0. NM_A Clost&A TokeuH A (Clostridium difficile, nceBgomembpaHHbIn 2 970
Clost KOINUT), @HTUrEHHbIN TECT
186.0. NM_A_BClost_& TokcuH A n B (Clostridium difficile, ncesgomembpaHHbin 2 1680
_A Bclost KOIUT),aHTUTEHHbIN TECT
09.01.02.06.KOMIJTIEKCHbIE MCCNEOOBAHUA
170.0.01.3 NM_PR- KomnnekcHoe nccnegosaHme Mnkpodropsl 6 1800
9.01.3. KIM_AB_BF_MK YypOreHuTansHoro TpakTa ¢ onpegeneHnem

YYBCTBUTENBHOCTN BO30YyaAMTENS K aHTMbaKkTepmnanbHbIM
npenapatam n 6aktepuocar_MK

170.0.01.3 NM_PR- KomnnekcHoe nccnegosaHme Mnkpodropsl 7 1900
9.02.3. KIM_EXP_AB_BF YypOreHuTansHoro TpakTa ¢ onpegeneHnem
_MK YYBCTBUTENbHOCTU BO3OYANTENS K pacLUMPEHHOMY
cnekTpy aHTubakTepmnanbHbix npe_MK
171.0.01.0 NM_PR- MwukpoGuroueHo3 Braranuila ¢ onpegeneHnem 5 1330
5.01.0. MIKBIO_VLAG_A YYBCTBUTENBHOCTU BO30YANTENS K aHTNOaKTepuanbHbIM
B MK npenapatam MK

09.01.03.0MNMPEAENIEHVE MUKPOBNOTHI

199.7. BIOT_mocr AHanua mukpobroTtel no Ocunosy (buoton "BpoHxuansHoe |12 5160
otgensemoe")
199.16. BIOT_vlag AHanua mukpobroTtel no Ocunosy (buoTton "Brnaranuwe”) |12 5160



199.6.

199.15.
199.13.

199.8.
199.11.
199.12.

199.10.
199.3.
199.9.
199.0.
199.14.
199.1.

199.2.
199.5.

199.4.

19.127.

19.1.
19.44.
19.5.
19.129.

19.97.

19.128.
19.8.
19.95.
19.10.
19.6.
19.3.
19.45.

19.49.
50.1.2002.

19.96.

19.56.2.
19.91.2.
19.56.1.
19.91.1.
19.55.
19.107.

19.106.

50.8.2090.
19.35.3.
19.71.3.
19.35.1.

19.71.1.

BIOT_kozha AHanua mukpobroTtel no Ocunosy (bnoTton "Koxa") 12
BIOT _urina AHanus mykpobuoTsl no Ocunosy (6uoton "Moya") 12
BIOT_sper AHanua mukpobroTtbl no Ocunosy (bnoton "Myxckas 12
Mo4enonoBas cucrema")
BIOT_nogti AHanua mukpobroTtebl no Ocunosy (buoton "Hortu") 12
BIOT_rana AHanus mukpobuoTtsl no Ocunosy (6uoton "PaHa") 12
BIOT_rot AHanus mukpobroTel no Ocunosy (buoton "PoTtoBas 12
nonocTb, HocornoTka")
BIOT_prost AHanu3 mukpobroTel no Ocunosy (buoton "CekpeT 12
BIOT_glaz AHanus mukpobuoTsl no Ocunoy (buoton "Cnmancras 12
BIOT_nos AHanua mukpobroTtel no Ocunosy (buoton "Cnunsucras 12
BIOT bl AHanun3 myukpo6buoTsl no Ocunosy (6uoton "ToHkas kuwka") |12
BIOT _uret AHanua mukpobroTtel no Ocunosy (bnoTton "Ypetpa") 12
BIOT_cerv AHanuna munkpobuoTtel no Ocunosy (6uoton "LepBukanbHbii |12
kaHan")

BIOT endo AHanus mukpobuoTbl no Ocunosy (buoton "OHaomeTpun") 12
BIOT_kish AHanua mukpobroTtel no Ocunosy (buoton npucteHoyHas |12
MukpobuoTa "Toncras kuwwka")

BIOT_kal AHanu3 mukpobroTtsl no Ocunosy (buoton NnpoceeTHast 12
MukpobuoTa "Toncras kuwwka")

09.02.MuP-ANArHOCTUKA
09.02.01.BupycHble renatutsl

HBV s Abb Bupyc renatuta B, OHK (HBV, MNUP yneTpayvyBcTBUT.) 10

nnasma, Kon.
HBV B Bupyc renatuta B, OHK (HBV, MNLUP) nnasma, kau. 3
HBV quant B Bupyc renatuta B, AHK (HBV, IMNUP) nnasma, kon. 3
HCV genot B Bupyc renatuta C - reHoTMnnpoBaHune 3
HCV g Abb Bupyc renatuta C, reHotun 1, 1a, 1b, 2, 3, 4, 5, 6, PHK 10

(HCV, MUP ynbTpayyBcTBUT.) Nra3ma, Kau.
HCV genot Bupyc renatuta C, reHotun 1a, 1b, 2, 3a, 4, 5a, 6, PHK 3

(HCV, NuUP) nnaswma, kon.
HCV s Abb Bupyc renatuta C, PHK (HCV, MNMUP ynbTpayyscTBUT.) 10
HDV B Bupyc renatuta D, PHK (HDV, MNUP) nna3sma, kau. 3
HDV guant B Bupyc renatuta D, PHK (HDV, MNUP) nnasma, kon. 3
HGV B Bupyc renatuta G, PHK (HGV, MNUP) nna3sma, kau. 3
HAV B Bupyc renatuta A, PHK (HAV, MNUP) nnasma, kau. 3
HCV B Bupyc renatuta C, PHK (HCV, MNUP) nna3ama, kau. 3
HCV quant B Bupyc renatuta C, PHK (HCV, IMNUP) nnasma, kon. 3

09.02.02.BNY-nHpekumm

HIV Kch BWY-1, PHK (HIV-1, MUP) nna3ma, kau. 3
HIV-1.kol BWY-1, PHK (HIV-1, MUP) nnasma, kon. 3

09.02.03.PaHHsasa anarHocTtuka renatuta B, C, BUY-1, BUY-2
HIVGEP PaHHas grnarHocTtuka nHdpekuyun: PHK HCV, OHK HBV, PHK |3
09.02.04.KneLueBble HGEKLMN

PCR_BOREL_U Boppenuun, AHK (Borrelia burgdorferi s.I., MLUP) moya, ka4. 2
BorrelKI-Ur Boppenuu, OHK (Borrelia burgdorferi s.I., MUP) moya, kon. 2
PCR_BORREL Boppenuun, OHK (Borrelia burgdorferi s.I., MNMLUP) nnasma, 2
Borrell-KI Boppenuu, OHK (Borrelia burgdorferi s.I., MNMLP) nnasma, 2
Klesch.Enc Bupyc knewesoro aHuedanuta, PHK (TBE Virus, MNUP) 2
PCR Borrel KomnnekcHoe nccnegoBaHue Ha MHAEKLMM, 2
nepegaBaemble knewiamm: 6oppennos, Knewesomn
3HUedannT, apnnxmnos, aHannasmos (MLUP, nnasma, kay.)
FGBUZ KomnnekcHoe nccnegoBaHue Ha KrelleBble MHEKLUN: 2
6oppennos, KreLeBo aHLedanuT, 3pNnxXmMos, aHannasmos
(MUP, kneww, kay.)
09.02.05.PecnupaTopHble UHdEKL MK
virus AN1/H1 Bupyc rpunna A H1N1, PHK (HPAI Virus A, MNLP) cockob, 2
VEB Ur Bupyc SnwrtenHa-bapp, OHK (EBV, MNMUP) moya, kau. 1
VEB-KI-Ur Bupyc SnwrernHa-bapp, OHK (EBV, MNMUP) moya, kon. 1
VEB B Bupyc SnwrenHa-bapp, AHK (EBV, MNMUP) nna3ma, kau. 1
VEB-KI Bupyc SnwrenHa-bapp, OHK (EBV, MNMUP) nnaswma, kon. 1
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560
2220
1220
4100

1550

3760
560
860
560
560
560
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2125
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780
1070
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1590
240
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19.35.2.

19.71.2.
19.38.

19.52.1.
19.52.2.
19.51.1.
19.51.2.

19.54.

19.53.

19.54.2.

19.34.3.
19.34.1.
19.34.2.
19.85.
19.86.
19.43.
19.39.3.
19.74.3.

19.39.1.
19.74.1.
19.39.2.
19.74.2.
19.37.1.
19.72.2.
19.37.2.
19.72.1.
19.31.3.
19.69.3.

19.31.1.

19.69.1.
19.31.2.

19.69.2.

19.108.3
19.109.3
19.108.1
19.108.2
19.109.2
19.23.3.
19.67.3.
19.23.1.
19.23.2.
19.67.2.
19.110.3
19.111.3
19.110.1
19.110.2
19.111.2
19.24.3.
19.68.3.
19.24.1.
19.68.1.
19.24.2.
19.68.2.

19.77.

VEB Sc
VEB-KI-Sc
Bord pertus
Nes.H.Str
Nes.H.Str.m
A-Myc.Chl
A-Myc.Chl.m

Rot.Nor.Ast

Sh.E.Sal.C

Eterov_PCR

VzZV Ur
VZV B
VZV Sc
Rubell-kch
Rubell-kol
Lister.m Sc
Toxopl.g.Ur
Toxo-KI-Ur

TOXOPGondi
Toxo-KlI
Toxopl. g.Sc
Toxo-KI-Sc
H.pylori St
HpylorKI-ki
H.pylori.dab
H.pylori.Kl
CMV Ur
CMV.KIL.Ur

CMV B

CMV.KI
CMV Sc

CMV.KI.Sc

HSV 1 Ur
HSV.KI.1 Ur
HSV 1B
HSV 1 Scg
HSV 1.KI.Sc
HSV 1,2 Ur
HSV.KI.1,2Ur
HSV 1,2 B
HSV 1,2 Sc
HSV.KlI.1,2Sc
HSV 2 Ur
HSV.KI.2Ur
HSV 2B
HSV 2 Scg.
HSV 2.KI.Sc
A-HSV-6-Ur
HHV-KIUr-VI
HHV VI B
HHV-KI-VI
HHV VI Sc
HHV-KISc-VI

GrCandida

Bupyc dnwreiiHa-bapp, OHK (EBV, MLP) cockob, kau.

Bupyc Snwrenna-bapp, OHK (EBV, MNMUP) cockob, kon.
Kokntow, AHK Bo36yautens (Bordetella pertussis, MNLP)
MeHMHIoKokK, remodurbHasi nanoyka, CTPENTOKOKK
MeHWHIroKOKK, reMounbHasi nano4ka, CTpenTOKOKK
Mukonnasma, xnamugoduna, AHK (Mycoplasma
Mukonnasma, xnamugoduna, AHK (Mycoplasma

09.02.06.0cTpble KULLIEYHbIE MH(PEKLMN

PoTtaBupyc rp. A, HOpOBMpPYC 2 reHorpynmnel, aCTPOBMPYC,
PHK (Rotavirus A, Norovirus 2, Astrovirus, MNLIP) kan, ka4.
LLnrennel, swepuxun, canbMOHeNsbI, KaMnunobakTepuu,
OHK (Shigella spp., E. coli (EIEC), Salmonella spp.,
Campylobacter spp., NLIP) kan, kau.

Outeposupyc, PHK (Enterovirus, MLUP) kan, kau.

09.02.07.0pyrve 6akTtepuanbHbie U BUPYCHbIE MHMEKLMN

Bupyc Bapuuenna-soctep, AHK (VZV, MUP) moua, kau.

Bupyc Bapuuenna-soctep, AHK (VZV, MNLP) nna3swma, kau.
Bupyc Bapuuenna-socrep, AHK (VZV, MNLUP) cockob, kau.
Bupyc kpacHyxu, PHK (Rubella Virus, MNMLP) nnasma, kau.
Bupyc kpacHyxu, PHK (Rubella Virus, MNMUP) nnasma, kon.
Jlnctepus, OHK (Listeria monocytogenes, MNMLP) cockob,

Tokconnasma, AHK (Toxoplasma gondii, MNLP) moya, kau.
Tokconnasma, AHK (Toxoplasma gondii, MNLP) moua, kon.

Tokconnasma, AHK (Toxoplasma gondii, MNLP) nnasma, kau.
Tokconnasma, AHK (Toxoplasma gondii, MNLUP) nna3swma, kon.

Tokconnasma, IHK (Toxoplasma gondii, MNMLP) cockob, kau.
Tokconnasma, AHK (Toxoplasma gondii, MNLP) cocko6, kon.
XenukobakTtep, OHK (Helicobacter pylori, MNLIP) kan, kau.
Xenukobaktep, OHK (Helicobacter pylori, MNLP) kan, kon.

)

XenukobakTtep, OHK (Helicobacter pylori, NLP) cocko6, kau.
Xenukobaktep, OHK (Helicobacter pylori, MNLIP) cocko6, kon.

Lintomeranosupyc, OHK (Cytomegalovirus, MNMLUP) moua,
Lintomeranosupyc, OHK (Cytomegalovirus, MNMLP) moua,

L[M_Tomeranosmpyc, OHK (Cytomegalovirus, MUP) nnasma,

Lintomeranosupyc, OHK (Cytomegalovirus, MNLP) cockob,

)
)
Lintomeranosupyc, HK (Cytomegalovirus, MNMLP) nna3ma,
)
Lintomeranosmpyc, OHK (Cytomegalovirus, MLP) cocko6,

09.02.08.Bupyc npocToro repneca

Bupyc repneca 1 tuna, AHK (HHV-1, NUP
Bupyc repneca 1 tuna, AHK (HHV-1, MNUP
Bupyc repneca 1 tuna, AHK (HHV-1, NMLUP) nnasma, kau.
Bupyc repneca 1 tuna, OHK (HHV-1, NLP) cockob, kau.
Bupyc repneca 1 tuna, AHK (HHV-1, MLP) cocko®, kon.
Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MLUP) moua, kau.
Bupyc repneca 1,2 tunos, AHK (HHV-1,2, NLP) moya, kon.
Bupyc repneca 1,2 Tunos, AHK (HHV-1,2, NMUP) nna3ma,
Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MNLP) cockob,
Bupyc repneca 1,2 tunos, AHK (HHV-1,2, MNLP) cockob,
Bupyc repneca 2 tuna, AHK (HHV-2, MNLP) moua, kau.
Bupyc repneca 2 tuna, OHK (HHV-2, NLP) moua, kon.
Bupyc repneca 2 tuna, AHK (HHV-2, NLUP) nna3ma, kau.
Bupyc repneca 2 tuna, OHK (HHV-2, MNLP) cockob, kau.
Bupyc repneca 2 tuna, AHK (HHV-2, MLP) cocko®, kon.
Bupyc repneca 6 tuna, OHK (HHV-6, MNLP) moua, kau.
)
)
)
)

Moua, Kau.
Moua, Kon.

~ ~— I~ ~—

Bupyc repneca 6 tuna, AHK (HHV-6, MNLP) mouya, kon.

Bupyc repneca 6 tuna, AHK (HHV-6, MNLP) nnasma, kau.
Bupyc repneca 6 tuna, AHK (HHV-6, NMUP) nnasma, kon.
Bupyc repneca 6 tuna, AHK (HHV-6, MNLP) cockob, kau.
Bupyc repneca 6 tuna, AHK (HHV-6, MNLIP) cocko6, kon.

09.02.09.KomnnekcHoe nccnegoBaHneHa rpubsbl poaa Kananaa

Kanagupa, OHK (Candida albicans, C. glabrata, C. krusei,
MUP 6e3 onpegeneHus Buga Bo3dyauTens) cockob, kau.
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19.777.

19.19.2.
19.63.2.
19.19.1.

19.63.1.

19.22.2.
19.66.2.
19.22.1.
19.66.1.

19.17.2.
19.61.2.
19.17.1.

19.61.1.

19.18.2.
19.62.2.
19.18.1.

19.62.1.

19.21.2.
19.65.2.
19.21.1.

19.65.1.

19.20.2.
19.64.2.
19.20.1.

19.64.1.

19.15.2.

19.59.2.

19.15.1.

19.59.1.

19.79.

19.80.

19.81.
19.82.

19.14.2.
19.58.2.
19.14.1.
19.58.1.

19.83.
19.84.

GrCandldent

Gardn.V.Ur
Gardn.Kl.ur
Gardner.v Sc

Gardn.KIl.Sc

Candida a.Ur
Cand.Kl.Ur

Candida a Sc
Candid.KIl.Sc

Mycopl.g.Ur
Myco.g.KI.Ur
Mycopl.g. Sc

Myco.g.KIl.Sc

Mycopl.h.Ur
Myco.h.KI.Ur
Mycopl.h. Sc

Myco.h.KIl.Sc

Neis G.Ur
Neis.g.KIUr
Neisser.g Sc

Neis.g.KI.Sc

Trich.V.Ur
Trich.KI.Ur
Trichom.v Sc

Trich.KI.Sc

Ureaplur.Ur
Ureapl.KI.Ur
Ureapl.s. Sc

Ureapl.KI.Sc

Lactob-spp

Lactob-sppK

Mobil-curt
Mobil-crKol

Chlam.tr.Ur
Chlam.KI.Ur
Chlam.tr. Sc
Chlam.KI.Sc

Bacter-spp
Bacter-Kol

Kanampa, OHK (Candida albicans, C. glabrata, C. krusei,
MLUP c onpeneneHnem Buaa Bo3byautens) cockob, kau.
09.02.10.YporeHuTansHble UHEKLMK
09.02.10.01.MapaHepenna BarMHanuc
apgHepenna, AHK (Gardnerella vaginalis, MNMLP) mou4a,
"apoHepenna, AHK (Gardnerella vaginalis, INMUP) mo4a,
MapaHepenna, OHK (Gardnerella vaginalis, MNLP)
COCKOD, Kau.
MapgHepenna, AHK (Gardnerella vaginalis, MLP)
cockob, Kon.
09.02.10.02.KaHgupa anbbukaHc
Kanampa, OHK (Candida albicans, MNLP) moya, kau.
Kangmpa, OHK (Candida albicans, MNLP) moua, kon.
Kanaupa, OHK (Candida albicans, MLP) cocko6, kay.
Kangmpa, OHK (Candida albicans, MNLP) cocko6, kon.
09.02.10.03.Mukonnasma reHuTanuym

Mukonnasma, OHK (Mycoplasma genitalium, MNLP)
Mwukonnasma, OHK (Mycoplasma genitalium, MLP)
Mukonnaswma, OHK (Mycoplasma genitalium, MNLP)
cockob, kau.
Mwukonnasma, OHK (Mycoplasma genitalium, MLP)
COCKOO, Kon.

09.02.10.04.Mukonnasma XoMVHUC
Mukonnaawma, OHK (Mycoplasma hominis, MNMLP) moua,
Mwukonnasma, OHK (Mycoplasma hominis, MNLP) mouya,
Mukonnasma, OHK (Mycoplasma hominis, MNMLP) cockob,
Kau.
Mukonnasma, OHK (Mycoplasma hominis, MLP) cocko®,
Kon.

09.02.10.05.Hewccepus roHopeu
oHopes, HK Bo3byauTtens (Neisseria gonorrhoeae,
oHopes, AHK Bo3byauTtens (Neisseria gonorrhoeae,
oHopes, IHK Bo3byauTtens (Neisseria gonorrhoeae,
MUP) cockob, kau.
oHopes, AHK Bo3byauTtens (Neisseria gonorrhoeae,
MLP) cockob, kon.

09.02.10.06.TprxoMoHac BarMHanmc
TpuxomoHaga, AHK (Trichomonas vaginalis, MLUP)
TpuxomoHaga, OHK (Trichomonas vaginalis, NLUP)
TpuxomoHaga, AHK (Trichomonas vaginalis, MLUP)
COCKOD, Kau.
TpuxomoHaga, OHK (Trichomonas vaginalis, MNLP)
cocko0b, Kor.

09.02.10.07.Ypeannaswmsbl
Ypeannaswmel, AHK (Ureaplasma species, MNLP) mouya,
Ypeanna3smsbl, QHK (Ureaplasma species, NMLIP) moua,
Ypeannasmsl, IHK (Ureaplasma species, MNLIP) cockob,
Kau.
Ypeannaswmbl, IHK (Ureaplasma species, MNLIP) cockob,
Kon.

09.02.10.08.JTakTo6akTepum
Jlakto6akrepum, OHK (Lactobacillus spp., MNLP) cockob,
Kau.
Jlakto6akrepum, OHK (Lactobacillus spp., MNLP) cockob,
Kon.

09.02.10.09.Mo6bunyHkyc
Mo6unyHkyc, OHK (Mobiluncus curtissi, MNMLP) cockob,
Mo6unyHkyc, AHK (Mobiluncus curtissi, MNMLP) cockob,

09.02.10.10.Xnamuaguns Tpaxomatuc
Xnamugwms, OHK (Chlamydia trachomatis, MLP) moua,
Xnamugwms, OHK (Chlamydia trachomatis, MLP) moua,
Xnamugwms, OHK (Chlamydia trachomatis, MLP) cocko6,
Xnamugwms, OHK (Chlamydia trachomatis, MLP) cocko®,

09.02.10.11.BakTepongbl

Bbaktepougbl, OHK (Bacteroides spp., MLP) cockob, kau.
Bbaktepougbl, AHK (Bacteroides spp., NLP) cocko6, kon.
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19.16.2.

19.60.2.

19.16.1.

19.60.1.

19.50.2.

19.50.1.

19.25.

19.78.

19.92.1.

19.93.1.

19.161.

19.46.

19.57.

19.75.

19.27.

19.26.
19.88.
19.28.

19.30.1.

19.90.1.

19.29.1.

19.89.1.

19.76.

19.47.

28.118.1.

28.118.

28.118.2.

28.210.1.

28.210.

28.210.2.

50.2.2087.

27.39.

27.38.

Ureap.Ur
BiovUrKI
Ureap.TYP
BiovarKl
SIPHYLIS-Ur
SIPHILIS-Sc
PPV 16 Sc
PPV 16.KIl.Sc

HPV 16.18 Sc

HPV 16.18 Kl

HPV Abb

PPVHEMOTIP
PPVGENO.Kol

PPV-16-68D

PPV 16-59 Sc

PPV 18 Sc
PPV 18.KI.Sc
PPV 18-67 Sc

HPV 26.51 Sc
HPV 26.51 Kl
HPV 6.11 Sc
HPV 6.11 Kl
PPV-6-44D

PPV 16-59kol

Androflor.pr
Androflor
Androflor.sp
AndroSkr.pr
AndroSkr
AndroSkr.sp
femoflor_scr
femoflorl6

femoflor8

09.02.10.12.Bmosapsb! U.Urealyticum
Ypeannaswmbl, HK (Ureaplasma urealyticum, U.
parvum, MUP c onpegenexHvem Buga Bo3dyautens)
Ypeannaswmbl, HK (Ureaplasma urealyticum, U.
parvum, MUP c onpegeneHvem Buga Bo3dyautens)
Ypeannaswmbl, IHK (Ureaplasma urealyticum, U.
parvum, MUP c onpegenexHvem Buga Bo3dyautens)
Ypeannaswmbl, HK (Ureaplasma urealyticum, U.
parvum, MNMUP c onpegenexHvem Buga Bo3dyautens)
09.02.10.13.TpenoHeMa nannuaym
TpenoHema, AHK (Treponema pallidum, MUP) moua,
Tpenoxema, OHK (Treponema pallidum, MNLP) cockob,
09.02.10.15.BINMY (Bvpyc nanunsombl YenoBeka)
BIMY 16 tuna, AHK (HPV, MNMUP) cockob, kau.
BIMY 16 tuna, OHK (HPV, MUP) cockob, kon.
BIM4Y 16/18 tuna, AHK (HPV, MNUP, onpegenexue
reHoTuna) cockoo, Kau.
BIMY 16/18 tuna, AHK (HPV, MNLP, onpeaenexue
reHoTuna) cockoo, Kon.
BIMY 16/18 tunos, OHK (HPV, MNLP, onpegenexve
reHoTtuna), 31/33/35/39/45/51/52/56/58/59/66/68 Tnnos

(6e3 onpenenenus reHotuna, Abbott RealTime), cockob,

BMY 16/18/31/33/35/39/45/51/52/56/58/59 Tuna, OAHK
(HPV, MLP, onpeaeneHne reHoTnna) cockob, Kau.
BMY 16/18/31/33/35/39/45/51/52/56/58/59 Tuna, OHK
(HPV, MUP, onpeaeneHne reHoTmna) cockoOd, Kon.

BMY 16/18/31/33/35/39/45/51/52/56/58/59/68 Tuna, AHK
(Digene-test, MLP, 6e3 onpegeneHns reHoTMna) cockoo,

Korl.
BIMY 16/31/35/39/59 tnna, AHK (HPV, MNLUP, 6e3
onpeaernexHns reHoTmna) cockob, kau.

BIMY 18 tuna, OHK (HPV, MLP) cockob, kau.

BIMY 18 tuna, AHK (HPV, MNMUP) cockob, kon.

BIMY 18/33/45/52/58/67 tuna, OHK (HPV, MNLP, 6e3
onpeferneHns reHotTuna) cockob, kau.

BMY 26/51 tuna, AHK (HPV, NUP, onpeaenexue
reHoTuna) cockob, Kau.

BIMY 26/51 tuna, AHK (HPV, MNLUP, onpegenexue
reHoTuna) cockoo, Kon.

BMY 6/11 tuna, AHK (HPV, NUP, onpeaenexue
reHoTuna) cockob, Kau.

BIM4Y 6/11 Tuna, OHK (HPV, NUP, onpegenexve
reHoTmna) cockob, Kon.

BIMY 6/11/42/43/44 tvina, OHK (Digene-test, MLP, 6e3
onpegeneHnsl reHoTmMna) Cockoo, Kor.

BMNY Tunel 16,18,31,33,35,39,45,51,52,56,58,59 konuy.

(MeToa Real-Time) (konuy.)

09.02.11.NccnepoBaHne MUKPOMIOpbl YPOreHUTansLHOro

Angpodnop (MccnegosaHme Mnkpodnopsl
YpPOreHMTanbHOro TpakTa y My>4uH), CeKpeT npocTaTtsl

Angpodnop (MccneposaHme Mnkpodnopsl
YPOreHUTanbLHOro TpakTa y My>4nH), COCkob
Anpgpodnop (MccnegoBaHme Mukpodropsl
YPOreHMTarnbHOro TpakTa y My>X4YMH), 9AKYNsT
Anpgpodnop CkpuH (MccnegosaHue mnkpodropsl
YPOreHMTanbHOro TpakTa My>4urH), CEKpeT NpocTaThl
Angpodnop CkpuH (MccnegosaHme mnkpodropsl
YPOreHMTanbHOro TpakTa My>X4uMH), COCKOO
AHppodnop CkpuH (MccnepoBaHne Myukpodnopbl
YPOreHUTanbHOro TpakTa MY>KYMH), IAKYNST
®emocpnop CkpuH (MccnegosaHme Mukpodnopsl
ypOoreHuTanbHOro TpakTa y XeHLWuH, 12 nokasartenen),

®emocpriop-16 (MccneposaHue mukpodnopsl
YPOreHMTanbHOro TpakTa y XeHLWuH, 16 nokasartenewn),
®emocpriop-8 (MccnegosaHme Mnkpodnopsl
ypOreHuTanbHOro TpakTa y XeHLWH, 8 nokasartenen),
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28.92.

20.79.
20.22.
20.21.
20.80.

20.39.
20.118.

20.32.
20.33.
20.31.
20.29.
20.30.

20.36.
20.35.
20.34.

20.37.
20.38.

20.82.
20.81.

20.26.
20.25.
20.24.
20.23.
20.28.
20.27.

20.63.
20.61.
20.62.
20.41.
20.42.
20.43.

20.126.
20.65.
20.66.
20.47.
20.46.

20.45.
20.44.

20.76.
20.77.
20.78.

20.58.
20.59.
20.60.

20.15.
20.16.

Florocenoz

HIV

A-HCV
HBsAg
SIPHYL SUM

A-HAV-IgM
A-HAV-SUMM

A-HBe
A-HBs
HBe-Ag
A-HBc-IgM
A-HBc

HCV Spectr
A-HCV-IFA
A-HCV IgM

Anti-HDV IgM
Anti-HDV sum

A-HEV-IgG
A-HEV-IgM

SIPHYL IFA
SIPHYL IFAM
SIPHYLIS RPR
SIPHYL TPHAq
SIPHYL blot
SIPHYL blotM

A-Chl.pn.IgA
A-Chl.pn.IgG
A-Chl.pn.IgM
A-Ch.trlgG 1
A-Ch.trigM 1
A-Ch.trlgA 1

A-Myc.pn-IgA
A-Myc.pn-lgG
A-Myc.pn-IgM
A-MYCOHOMIgA
A-Myc.higG 1

A-U.ur.-IgA
A-U.ur.-IgG

Anti-TOXOIgG
Anti-TOXavid
Anti-TOXOIgM

Anti-CMV-IgG
Anti-CMV-av
Anti-CMV-IgM

Anti-RUB-IgG
Anti-RUBavid

09.02.12.UccnepoBaHne MUKPOMNOpbl YpOreHUTanbHOro
TpakTa u guarHocTtuka UM

®nopoueHos (MccnegoBaHue MUKpodopsl

yporeHuTanbHoro Tpakta n auarHoctuka UMMM y xeHwmx),

09.03.CEPOJOIrnA

09.03.01.CKpyHUHT

AT k BUY 1/2 n AT p24 (CKpUHWHT, Kay.)

lenatut C, anti-HCV cymm. (kau)

enatut B, HBs Ag (ka4)

Cudpmnuc cym. AT (IgG 1 IgM) (kau)
09.03.02.r'enaTut A

lenatut A, anti-HAV IgM (n/kon)

enatut A, anti-HAV cym. AT (kon)
09.03.03.r'enaTut B

enatuT B, anti-Hbe (n/kon)

lenaTut B, anti-HBs (kon)

enatut B, Hbe Ag (kau)

enaTut B, anti-HBV cor IgM (n/kon)

enatuT B, anti-HBV cor cymm. (ka4)
09.03.04.T'enatut C

Fenatut C cnekTp aHTUTenN (Kau)

enatut C, anti-HCV IgG aBmgHocTb (n/kon)

lenatut C, anti-HCV IgM (n/kon)
09.03.05.f'enatut D

enatut D, anti-HDV IgM (kau)

enatut D, anti-HDV cymm. (kau)
09.03.06.l'enaTut E

enatuT E, anti-HEV-IgG (kau)

lenatuT E, anti-HEV-IgM (kay)
09.03.07.Cudounuc

Cwndounuc IgG (n/kon)

Cudounuc IgM (kau)

Cwndunuc RPR (n/kon)

Cudounuc TPHA (n/kon)

Cwndunuc nmmyHo6noT IgG (kay)

Cudomnuc nmmyHo6noT IgM (kau)
09.03.08.Xnamuamnos

Xnamuans nHeBMoHuK IgA (n/kon)

Xnamugms nHesmoHun IgG (n/kor)

Xnamnansi nHeBMoHuK IgM (n/kon)

Xnamugus Tpaxomatuc IgG (n/kor)

Xnamugms Tpaxomatumc IgM (n/kon)

Xnamugms Tpaxomatumc IgA (n/kon)
09.03.09.Mukonnaamo3s

Mwukonna3ama nHeBMoHUM IgA

Mwukonnasma nHeBmoHun IgG (n/kon)

Mukonnasma nHeBmoHuu IgM (n/kon)

Mukonnasma xomunHuc IgA (n/kon)

Mukonnaama xomunuc IgG (n/kon)
09.03.10.Ypeannasmos

Ypeannasma ypeanutukym IgA (n/kon)

Ypeannasma ypeanutukym IgG (n/kon)
09.03.11.Tokconnasmos

Tokconnasma IgG (kon)

Tokconnasma IgG aBngHOCTb (n/kon)

Tokconnasma IgM (kon)
09.03.12.LintomeranoBmpycHast nHdekums

Lintomeranoeupyc IgG (n/kon)

LinTomeranosupyc IgG aBugHocTb (n/kos)

Lintomeranosupyc IgM (n/kos)
09.03.13.KpacHyxa

KpacHyxa 1gG (kon)

KpacHyxa IgG aBugHocTb (n/kos)
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20.17.

20.104.
20.125.
20.105.
20.102.
20.103.

20.50.
20.51.
50.17.2007
50.15.2007
50.16.2007
20.52.
20.53.
20.54.
20.55.
20.83.

20.71.1
20.85.

20.69.1
20.70.1

20.56.
20.57.

20.72.
20.73.

20.18.
50.83.1295
20.88.
50.2.1362.

20.74.
20.75.

20.10.
20.11.

20.123.
20.124.

20.9.
20.8.
20.95.
20.93.
20.94.

20.127.
20.128.

20.115.

20.6.
20.1.
20.3.
20.2.
20.4.
20.5.

20.13.

20.91.
20.89.

Anti-RUB-IgM

Adeno_IgG
Adeno_IgM
Adeno_IgA
R_syn_lgG
R_syn_IgM

A-HSV-1-1gG
A-HSV-1-IgM
A-HSV1/2-1gG
HSV1/2lgG-av
A-HSV1/2-IgM
A-HSV-2-1gG
A-HSV1-2-1gG
A-HSV-2-IgM
A-HSV-6-1gG
A-HSV-8- IgG

VEB IgG ARCH
VEB EBEAJQG

VEB EBNA ARC

VEB IgM ARCH

A-Vari-ZostG
A-Vari-ZostM

A-MeasleslgG
A-MeaslesigM

A-COCLUSH' t
A-COCLUSH M
A-COCLUSH A

PR_COC_PARA

A-Mumps-lgG
A-Mumps-IgM

Borrellios
Borrellios M

A-TBEV-IgG
A-TBEV-IgM

ATYersiniosA
AT Yersinios
Yersinia_tub
Yersinia O3
Yersinia O9

Brucella_IgG
Brucella_IgM

Leishmania

P1G-IFA

Ds Gelmintov
OPYSTORCH
TOXOCAROS
TRICHYNEL
ECHYNOCOCC

A-Salmonella

Shigella Z
Shigella 1-5

KpacHyxa IgM (n/kor)
09.03.14.PecnupaTopHble BUPYCHbIE NHAEKLUN

ApeHosupyc IgG (n/kon)

ApeHosupyc IgM (n/kon.)

ApeHosupyc IgA (n/kor)

PecnupaTtopHbIn cuHumTUanbHbIn Bupyc 1gG (n/kon)

PecnupaTtopHbIi cuHuuTManbHbIv BUpYyc IgM (n/kon)
09.03.15.l'epnec

Bupyc npoctoro repneca 1 IgG (kon)

Bupyc npoctoro repneca 1 IgM (n/kon)

Bupyc npoctoro repneca 1,2 1gG (kon)

Bupyc npoctoro repneca 1,2 IgG aBugHocTb (n/kon)

Bupyc npoctoro repneca 1,2 IgM (n/kon.)

Bupyc npoctoro repneca 2 IgG (kon)

Bupyc npoctoro repneca 2 IgG aBugHocTb (n/kon)

Bupyc npoctoro repneca 2 IgM (n/kon)

Bupyc npoctoro repneca VI tuna IgG (n/kon)

Bupyc npoctoro repneca VIl tuna IgG (n/kon)
09.03.16.B3Bb-mHdbekuns

Bupyc SnwrternHa-bapp IgG k kancngHomy Al™ (kon)

Bupyc SnwrtenHa-bapp IgG k paHHemy Al (kon)

Bupyc SnwreriHa-bapp 1gG k sgepHomy Al (n/kon)

Bupyc SnwrtenHa-bapp IgM k kancugHomy Al™ (kon)
09.03.17.BeTpsiHas ocna

Bupyc Bapuuenna-3octep IgG (ko)

Bupyc Bapuuenna-3octep IgM (n/kor)
09.03.18.Kopb

Kopb IgG (kon.)

Kopb IgM (n/kon)
09.03.19.KokntoLu

Bopaetenna neptyccuc IgG (kon)

Bopaetenna neptyccuc IgM (kon)

Bopaetenna neptyccuc IgA (ko)

BopaeTtenna neptyccuc n napaneptyccuc (n/kon)
09.03.20.MapoTuT

MapoTtuT IgG (kon)

Mapotut IgM (n/kon)
09.03.21.KnewieBor boppennos

Boppenwnos IgG (kon)

Boppennos IgM (kon)
09.03.22.KneweBon aHUedanuT

Bupyc knewesoro aHuedanuta IgG (n/kon.)

Bupyc kneweBoro sHuedanuta IgM (n/kon.)
09.03.23.MepcunHnos

WepcnHmos IgA (n/kon)

WepcuHnos IgG (n/kon)

WepcnHua ncespoTtybepkynesa (n/kon)

MepcuHusa aHTepokonutuka, cepotun O3 (n/kor)

WepcnHua sHTepokonuTtuka, cepotun O9 (n/kon)
09.03.24.bpyuennes

Bpyuennes IgG (kauy.)

Bpyuennes IgM (kau.)
09.03.25.JlerumaHno3

Jlenwmanwnos IgG (n/kon).
09.03.26. enbM1UHTO3bI

Ackapugos IgG (n/kon)

OnddepeHumansHaa gmarHocTuka renbMmnHTo3oB IgG

OnucTopxo3 IgG (n/kon)

Tokcokapos IgG (n/kon)

TpuxuHennes IgG (n/kon)

OxuHokokko3 IgG (n/kon)
09.03.27.CanbMoHennes

CanbmoHennes (rp.A, B, C, [, E, cymm., n/kon)
09.03.28.1lUvrennes

LWwurenna 3oHHe (n/kon)

LWurenna ®dnekcHepa 1-5 (n/kon)
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420

800
800
800
800
800

460
460
810
950
830
460
920
460
460
670

500
500
500
500

660
660

660
660

660
220
660
580

660
660

660
660

660
660

660
660
660
660
660

460
460

1010

610
880
405
405
405
405

800

520
520



20.90.

20.129.

20.117.
20.14.
20.86.
20.87.

20.171.
20.172.
20.169.
20.170.

20.177.
20.154.

20.178.

20.176.
20.157.

20.165.

20.158.

20.106.
50.45.921.
20.67.
20.12.
20.49.
20.7.
50.5.2105.
20.116.
20.48.

16.15.

148.0.

19.32.4.

19.32.3.

19.32.2.

20.136.
20.64.

17.51.

27.960.

17.61.
17.50.

Shigella 6
Aspergil_IgG

coli-helicob

A-H.pylori G
A-H.pylori A
A-H.pylori M
A-Flu-B-1gG
A-Flu-B-IgM
A-Flu-A-1gG
A-Flu-A-IgM

Cov_IgG_MDR
Cov_IlgG_kol

Cov_IlgG_Vak

Cov_IgM_MDR
Cov_IgM_ARCH

Cov_G_ARCH_S
Cov_S R
Ameba_lgG
A-diphPROF1
typh.kach
A-Sal.typh P
A-CandidalgG
A-G.lamblia

A-Stlb_1gG
Typh_syp_s/q

A-TRYCH

M Tub
NM_Tbc&Tbc
M.Tub.dab
Myc.tub. U
Myc.tub. Sc

T-SPOT
A-Myc.tub.

CLX
humimm_MK

Imm_stat_ MK

Imm_St_Exp_MK
Fax_Std

LWunrenna dnekcHepa 6 (n/kos)

09.03.29.Acneprunnes
Acneprunnes IgG (kay.)

09.03.30.XenukobakTepHasi MHpeKL M
Onpegenexve aHtureHa HELICOBACTER PYLORI B kane
Xenukobaktep nunopwm IgG (kon)

XenvkobakTtep nunopwu IgA (kon)
Xenukobaktep nunopwu IgM (kon)

09.03.31. Bupycebl rpynna
Bupyc rpunna tuna B 1gG
Bupyc rpunna tuna B IgM
Bupyc rpunna tuna A 1gG
Bupyc rpunna tuna A IgM

09.03.32. KopoHaBupyc
Koponasupyc SARS-CoV-2, aHtutena IgG (Mindray)

n/kon)
Kos)
Kon)
n/kon)

—_ e~~~

KopoHaBupyc SARS-CoV-2, antutena IgG k N-6ernky
(Architect, Abbott) (n/komn).
KopoHasupyc SARS-CoV-2, antutena IgG nocne
BakuuHauun npenapaTtom "OnuBakKopoHa", n/kon. (FTHL BB
KopoHaBupyc SARS-CoV-2, avtutena IgM (Mindray)
KopoHaBupyc SARS-CoV-2, aHtutena IgM (Architect,
Abbott) (n/kon)
KopoHasupyc SARS-CoV-2, HerTpanusytoLline aHTutena
IgG k RBD gomeHy S-6enka (Architect, Abbott) (kon.)
KopoHasupyc SARS-CoV-2, HerTpanuayoLline aHTutena
IgG k S-6enky (Roche, Lsenuapus) (kor.)
09.03.33. [pyrue nHdekumun
Amebunas IgG (n/kon)
AT k KopuHobakrepuu andptepum (CKpUHUHT)*
BptowHon Tud (kad)
BptowHon Tud (n/kon)
Kanampa anbbukaHc IgG (kay)
Nambnunos (cymm. AT, n/kon)
Cton6HAYHbIN aHaToKcuH IgG (kon)
CbinHon Tud (n/kon)
TpuxomoHuas IgG (kau)
09.04. NVATHOCTWKA TYBEPKYJE3HON MHOEKLIN
09.04.01.MukpockonMyeckue nccrnegoBaHnst
AHanuM3 MokpoTbl Ha MukobakTepun Tybepkynesa
09.04.02.Mukpoburonormyeckue nccrnegoBaHnst
Moces Ha Ty6epkynes (Mycobacterium tuberculosis)
09.04.03.TLP-gnarHocTmka
Muko6akrepuu, JHK (Mycobacterium tuberculosis complex,
MUP) mokpoTa, Kau.
Muko6akrepuu, JHK (Mycobacterium tuberculosis complex,
MLUP) moua, kau.
Muko6akrepuu, JHK (Mycobacterium tuberculosis complex,
MUP) cockob, kau.
09.04.04.Ceponorus
OwnarHoctuka TyGepkynesHon nigekumm metogom T-SPOT
Muko6akTtepun TyGepkynesa (cymm. AT, kad)
10.MMMYHONOI' MYECKME NCCNEOOBAHUA
10.00.01.OCHOBHbIE CKPUHHMHIOBbIE MAHEN
l'ymopanbHbIi UMMYHUTET (MMMYHOrno6ynuHel IgA, IgM, 1gG,
IgE, umpkynupytoLne MMMYHOKOMMIEKChI, KOMMOHEHTbI
komnnemenTa C3, C4) MK
MMMyHHBIV cTaTyc (CKpMHUHS) (ParouutapHas akTMBHOCTb
NenKouMTOB, KNETOYHbI UMMYHUTET, UMMYHOTO0YNWH
(komnnekc )_MK
VIMMYHHbIN cTaTyc paclwmpeHHbii_MK
KnetouHbin uMMyHuTeT (T-numdoumnTsl, T-xennepsbl, T-
LMTOTOKCMYECKME KNeTkn, IMMyHOperynsTopHbIn nHaekc, B-
nnmcpountbl, NK-T-knetkun, NK-kneTtku, JlenkoumTtapHas
10.00.02.JononHUTENbHbLIE KOMMMEKCHI

[EE

0100 N 0101 NN DN

45

14

520

600

2000
520
620
620

870
930
870
930

650
1000

1200

650
1000

1300

1400

730
1000
730
730
510
510
1260
730
510

300

810

320

320

320

5500
730

1510

2940

8 000
2 060



17.54.

17.47.

17.43.
17.44.
17.42.

17.56.
17.53.

50.13.2007
17.2.
50.13.1385
50.12.1385
17.1.
17.37.
17.40.
17.38.

17.39.
50.10.1385

50.11.1385
17.5.
17.57.
17.58.

17.9.

26.189.
17.4.

17.60.
17.6.
17.41.

17.13.
17.14.
17.16.

17.15.

17.22.
17.25.
17.23.
17.24.

17.27.
17.29.
17.36.
17.30.
17.32.
17.33.
17.34.
17.35.

26.3.
26.40.
26.1.
26.2.

FaxCal_act

FaxCal_IRI

FaxCal_B_pan
FaxCal_TCR
FaxCal_T_pan

FaxCal_Treg
Cytokines_MK

IMMUN IA
IgE
IMMUN IG
IMMUN IM
IMMUN
Interleykl
Interleyk10

Interleyk6

Interleyk8
C3

c4
PR-C3C4_MK
LTL_idx
LIl idx
INTERF_ST4

NPT_P
CIK

FaxCal_Th
FAG AK L

FNO

Ingaron_ch
Intron_ch
Realdir_ch

Reaferon_ch

Amiksin
Kagocel
Neovir
Cikloferon

Galavit
Immunal
Imunoriks
Immunofan
Likopid
Polioksidon
Taktivin
Timogen

A-TSH recept
ASA_c

A-TG

A-TPO

AkTMBMpPOBaHHbIe numdoumnTel (T-numdouuTsl, T-xennepsl, T-
LIUTOTOKCMYECKME KINETKN, UMMYHOPErynsaTOPHbIN MHAEKC, T-
akTusnpoBaHHble, NK- 1 B-akTMBMpoBaHHbIE KNETKN
MMMyHOPerynsaTopHbIn MHAEKC AN OLEeHKA UMMYHHOTO
ctatyca v 3 EKTUBHOCTM Tepannm (MMMyHOPErynsaTOPHbIA 1
WccneposaHne cybnonynsaummn B-numdounTtos

KneTto4yHble peuenTopbl MMMGOMAHON TKaHW

OueHka cocTosiHnA T-KNeToYHOoro 3BeHa uMmyHuTeTa: (T-

numaoumntsl (CD3+CD19-), T-xennepbl (CD3+CD4+CD45+), T-

uutoTokc. (CD3+CD8+CD45+), T-reg. (CD4+CD

PaHHsAs aktuBauus T-kneTok u T-perynartopHbie MMMAOLMNTbI
LinTokumHbl (dbakTop HEKpO3a onyxomnu, NHTepnenkmH-10,
WHTepnenknH-6) MK

10.00.03.NHavBuAyanbHblE MMMYHONOTMYECKME TECTDI

MMMyHornobynuH IgA.
UmmyHornobynuH IgE o6wni
MmmyHornobynux 1IgG
UmmyHornobynuH IgM
MmmyHornobynutel IgA, IgM, IgG_MK
WHTepnenkvnH 1 6eTa

UHTepnenkmH 10

VHTEepnenknH 6_

UHTepnenkuH 8

KomnoHeHT komnnemeHTa: C3
KomnoHeHT komnnemeHTta: C4
KomnoHeHTbl komnnemeHTa C3, C4_MK
JlenkouutapHo-T-nuMmdounTapHbIN NHOEKC
JIMN Kanbd-Kanudga

Onpepenenne nHtepdepoHos ("ansda”, "ramma",
CbIBOPOTOYHbIW, CMOHTAHHbIN)
Onpepgenenne HeonTepuHa
Copepxanve LK IgG, IgM

T-xennepsl (CD3+CDA4+)
daroumTapHasa aKTMBHOCTb NTENKOLUTOB
OHO/TNFa (PakTop Hekpo3a onyxonu)

10.00.04.YyBCcTBMTENBHOCTL K NpenapaTam MHTepdepoHa
(HasHayvaTb TONbKO BMECTe C Uccnen.onpegeneHme

MammadpepoH (UHrapoH)
WHTPOH
PeanbanpoH

PeadepoH (BudpepoH)

10.00.05.4yBCcTBUTENBHOCTD K MHAYKTOPaM MHTepdepoHa

AMUKCUH
Karouen
Heosup
LinknogepoH

10.00.06.4yBCcTBUTENBHOCTDL K MMMYHOMOAYNSATOpaM (Ha3Hayatb

[anasut
UmmyHan
MmyHopuke
UmyHodaH
JNvukonng
MNonuokcmaoHun
TakTuBuH
TumoreH

11.AYTOUMMYHHAA OUATHOCTNKA
11.00.01.lLntoBnaHas xxenesa

AT k peuentopam TTI (kon.)

AT-MATI (aHTUTENa K MMKpPOCOMAaIbHOWM opakuum TMPOLMTOB)
AT-TT (kon.)

AT-TIO (kon.)

11.00.02.MogxenynoyHas xenesa

~
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14
14
14

14

14
14
14
14

14
14
14
14
14
14
14
14
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1900

2470

1580
2 140
3750

1740
4 600

280
540
310
280
740
1570
1570
1570
1570
410

450
780
100
100

2200

1620
780

1360
500

1720

600
600
600

600

600
600
600
600

600
600
600
600
600
600
600
600

1180
620
420
440



26.183. A-ICA_P AHTUTENA K OCTPOBKOBbLIM KNeTkaM NoaXenynodYHon xernesbl 14 1620

26.82. A-IA2_P AHTUTENa K TMPO3uH docdatase (IA-2) 14 1770
26.30. AT-GAD AT - GAD (kon.) 8 1260
26.29. Anti-B cells AT k BeTa-kneTkam Noaxenyao4HoN xernesbl (kon.) 8 1320
26.28. A-INSULIN AT K MHCynuHy (Kor.) 2 840
26.176. A-GAD_P AT K OCHOBHbIM @aHTUreHam OCTPOBKOBbIX kneTok (GAD/IA-2) 14 1620
26.201. A-EPZ_P AT K 9K30KPVMHHOM YacTu Noaxenyao4Hou xenesbl (n/kor.) 14 1620
11.00.03.Ceppaue
26.161. A-Mio_P AHTUTENa K MMOKapay C onpeaeneHnemM Tuna cBeyYeHus 14 980
11.00.04.TpomboLMTONEHMS
26.162. A-tromb_P AHTUTENa K Tpombouutam, metog HPUND 14 1420
11.00.05.AHTMd OCHONUNNAHBIA CUHOPOM
50.21.2181 A-Annexin_G AHTUTENa K aHHekcuHy V IgG 8 1470
50.20.2181 |A-Annexin_M AHTUTENA K aHHeKcuHy V IgM 8 1470
26.6. AT-cardiolip AT k kapauonunuHy (ckpuH. IgG, IgM, IgA) 2 910
50.1.2202. |A-CardA_P AT k kapavonunuHy IgA (kon) 14 1060
26.8. A-Prothromb AT k npoTpoMbuHy (ckpuH. IgG, IgM, IgA) 2 910
26.5. A-PhLipSCR G AT k dpocconunuaam IgG (kon.) 2 1090
26.4. A-PhLipSCR M AT k bocchonunugam IgM (kon.) 2 1090
50.4.1289. RS-PTscr_P AT k ®C-npotpombuHoBomy komnnekcy (PS-PT), IgG v IgM 14 830
11.00.06.AyTOMMMYHHBIN renaTtuT
26.163. A-LKM1_P AHTUTENa K MMKpocoMam neyeHun-noykn (LKM-1) metogom 14 1330
HPW® Ha TpolHoM cyGeTpaTe
50.4.1385. |Anti-LC-1 AHTUTENA K LMTOMMa3mMaTU4EeCcKoMy aHTUreHy nevyeHun 8 1020
26.127. Gepablot_P AT Kk aHTUreHam ayToMMMYHHbIX 3abonesaHuin nevenn (PDC- |8 3480
AMA-M2, M2-3E, SLA/LP, LC-1, LKM-1, Sp-100, PML, gp210,
26.184. AT-ASGPR_P AT k acvanornukonpoTenmHoBomy peuentopy (aHTU-ASGPR) 14 1600
20.167. ASMA_P AT k rmagkon myckynatype (ASMA) (n/kon.) 14 1330
50.24.2181 1gG4_P Onpepenexve cogepxaHna nogknacca lgG4 14 1720
11.00.07.Uenvakus
26.26. A-gliadigA AT k rmuaguny IgA (kon.) 2 910
26.27. A-gliadlgG AT k rmmagmny 1gG (kor.) 2 910
26.196. A-GlialgA_P. AT Kk gesamnavpoBaHHbIM NenTuaam rnaguHa IgA 14 1260
26.197. A-GlialgG_P AT K gesamyavpoBaHHbIM nentuaam rmyaguHa IgG 14 1290
50.25.2181 A-TG IgA_P AT K TKaHeBOW TpaHcriyTamuHase, IgA (kon.) 14 1270
50.26.2181 A-TG IgG_P AT K TKaHeBOW TpaHcrnyTamuHase, |gG (n/kon.) 14 1300
26.165. A-EMA_P AT k aHgomusmio IgA 1 1IgG (EMA) (n/kon.) 14 1300
11.00.08.CuctemHas kpacHas Bon4aHka
26.11. a-dsDNA AT k asycnupansHon AHK (kon. 1IgG) 2 910
26.200. a-dsDNA P AT k gBycnupaneHov HK Ha Crithidia lucilia, noaTBepxaeHne 14 1630
HPW® (n/kon.)
26.205. A_LYMPH_P AT Kk numcboumTam (n/kon.) 14 1440
26.10. a-ssDNA AT k ogHocnmpansHor OHK (kon. IgG) 2 910
26.12. A-ENA SCR AT Kk akcTparmpoBaHHbIM saepHbim AlT (n/kor.) 2 910
11.00.09.CuctemHas cknepogepmus
26.21. A-CentomerB AHTUueHTpomepHble AT (kon. IgG) 2 1200
26.18. A-Scl-70 AT k aHTureny Scl-70 (kon. 1gG) 2 910
26.20. A-Nukltosom AT k Hykneocomam (kon. 1IgG) 2 910
26.19. A-Jo-1 AT k umTtonnasmarudeckomy Al Jo-1 (kon. IgG) 2 1200
11.00.10.AyToMMyHHbIE 3ab6oneBaHns XXKT
26.9. ANA AHTUHYKNeapHble aHTUTeNa, IgG (n/kon.) 2 1000
50.13.2181 ANF-HEp2_P AHTUHYKNeapHbI chakTop Ha knetodHon nuHum HEp-2 ¢ 7 1000
50.4.2215. A-SCA_P AT k Saccharomyces cerevisiae (ASCA) IgA 14 1360
26.182. A-SCG_P AT k Saccharomyces cerevisiae (ASCA) IgG 14 1360
26.203. GP2 MG P AT Kk aHTureny GP2, IgG u IgA (npy 6onesnn KpoHa) (kon.) 14 1740
26.202. AGCA_P AT k 60KanoBMAHLIM KNeTkam KULevHuka (n/kon) 14 2110
26.23. A-Int Factor AT K BHyTpeHHeMmy chakTopy (kon.) 2 1000
26.22. AMA AT k muToxoHApusaMm (kon. 1gG) 2 1000
26.25. A-Parietalz AT K napveTtanbHbiM kneTkam (kon. IgG) 2 1000
50.2.2215. |A-NukIBlotP MMMYHOBNOT aHTUHYKNeapHbIX aHTUTEN (aHTUreHsl Sm, 8 4970

RNP/Sm, SS-A (60 kOa/52 k[a), SS-B, Scl-70, PM-Scl, PCNA,
CENT-B, Jo-1, dsDNA/ructoH/, Hykneocomsl, Rib
26.44. CALPRO KanbnpoTekTuH B kane 5 2470
11.00.11.JlekapcTBEHHasA BONYaHKa
26.13. A-Histon AT Kk ructoHam (kon. IgG) 2 1000



26.7.

26.14.
26.15.
26.16.
26.17.

26.170.

26.24.
50.23.2181
26.198.

26.164.
26.31.

26.171.
26.195.

50.27.2181

50.51.2181

50.22.2181
26.191.
26.192.
26.33.
26.174.
26.175.

26.204.

26.34.

26.160.
26.81.
26.35.

26.206.
26.207.
26.115.
26.114.

26.177.
26.180.
26.181.
26.178.
26.179.
26.173.

26.166.

26.168.
26.169.
26.210.
26.208.
26.188.
26.209.

26.117.

26.116.
26.167.

26.118.

A-B-2Glykopr
A-SS-A-RO
A-SS-B-La
A-Sm
A-RNP-Sm

PLA2R_P

A-GBM
ClgFakt_P
StCAbA_P

anti-hGC
ASA
AT-HGC
StCAbT_P

StCAbO_P
ANCA_6

A-HUVEC
a-MPO_P
a-PR3_P
ANCA
ANCA IgA_P
ANCA IgG_P

Ferr gl_P

Anti-MCV

A-Kerat_P
APNF_P
A-CCP

AT-Sa_P
RF IgA_P
Kristall_P
COMP_P

A-BMK_P
A-BR 180_P
A-BR 230_P
A-Dmg1_P
A-Dmg 3_P
A-Desmos_P

ACE akt_P

A-ACHR_P
ASM_P
K_chan_P
AT-MUSK_P
A-NMDA_P
A-Mielin_P

ALB-ind_P
OliglgG_P
NMO IgG_P

ClqlgG_P

11.00.12.Mapkepbl ayTOMMMYHHbIX 3aboneBaHui,

AT k 6eTa-2-rnukonpoTeunHy (ckpuH. 1gG, IgM, 1gA)

AT k untonnasmatuydeckomy Al' SS-A (RO) (kon. IgG)
AT k umtonnasmartudeckomy AlC SS-B (La) (kon. IgG)
AT k akcTparupyemomy siaepHomy Al' Sm (kon. IgG)

AT k akcTparmpyembiM saepHbiMm AT RNP\Sm (kon. 1IgG)

11.00.13.AyTOMMMYHHbIE 3ab60MneBaHNs NoYeK

AHTUTENa K peuenTtopy docconunassl A2 (MeMOpaHO3HbIN
rnomepynonodpur)

AT k 6asanbHon MembpaHe rmomepynapHoro annaparta (Kos.
AT k C1q dpakTopy KOMNNemeHTa

N NDNDNDN

2
14

AT Kk cTepovanpoayLmpyoLwum KneTkam HagnovevHuka (ACIK) 14

11.00.14.NonoBas cdepa

anti-hGC AHtutena k XI'Y (kau.)
AHTUcnepmarnbHble AT (kon.)
AnTtuTena k X'y IgG, IgM (n/kon.)

AT k cTepoung-npogyumpyomm knetkam smdka (ACKI-Testis)

AT Kk cTepova-npoayumpylowmm knetkam smdHuka (ACKIrl-

11.00.15.CuctemHble BacKynuThbl

AHTUHeNTPOdUNbHBIE UUTONNasMaTnyeckme aHtutena, IgG
(ANCA), Combi 6

AT k knetkam cocyancrtoro aHgotenus (HUVEC)

AT k muenonepokcuaase (aHTU—MI10O)

AT k npotenHase-3 (aHTu-NP-3)

AT k untonnasme Hevitpodunos (AHLA) (n/kon. IgG)

AT k umTtonnasme HewnTpodunos (AHLIA) IgA

AT k untonnasme HeunTpodumnos (WLAHLIA/NAHUA) 1gG
metogom HPU®D

"MUKO3NNMPOBaHHbLIN PEPPUTUH (AMArHOCTUKa CUHAPOMA
MakpocparanbHOM akTuBauum)

11.00.16.PeBmatonaHbIn apTpuT

AHTU-MCV (AHTUTENA K LMTPYNIMHUPOBAHHOMY BUMEHTUHY)
(kon. IgG)

AHTVUKepaTMHOBbIE aHTUTENa

AHTUNEPUHYKNeapHbIi hakTop

AnTuTena CCP (AHTWTEna K UMKITMYECKOMY LIUTPYIIVH
copepxatiemy nentugy) (kon.)

AT k Sa-aHTureHy

AT pesmaTtongHoro dakrtopa, IgA

Kpuctannbl CMHOBMAaNbHOW XMOKOCTY

OnuromepHbI MaTpuKcHbIN 6enok xpswa (COMP)
(anarHocTtuka octeoapTposa)

11.00.17.3aboneBaHns KOXu

AT k 6a3anbHon membpaHe koxun metogom HPU®
AT k 6enky BP 180

AT k 6enky BP 230

AT k gecmorneunny 1

AT k pecmorneunny 3

AT K gecmocomMmam Koxu metogom HPAND

11.00.18.Capkongos

AKTUBHOCTb AHI’MOTEH3NH-NpeBpallatoero cbepmeHTa

11.00.19.HeBponoruyeckme ayToumMmyHHble 3aboneBaHust

AHTUTENA K aueTunxonmHoBomy peuentopy (AxP)

AHTUTENA K CKeNneTHbIM Mbiwuam (ACM)

AT k kanveBbiM kaHanam (LGI1 n CASPR2) (n/kon.)

AT k MUSK peuentopy

AT k NMDA rniotamaTHOMY peuenTtopy

AT K aHTUreHam MUernMHa MeToa0M HenpsiMon
nMmMmyHodntoopecLeHunn (n/kon.)

UHpekc ansbymnHa (npoHuuaemocTs '3B) (NMMKBOP M KPOBb)
OnuroknoHarnbHbIA UMMYHOrNoOynuH IgG (NMKBOP 1 KPOBb)
Onpepgenexuve aksanopuHa - 4 (NMO) knacca I1gG

11.00.20.Cnctema KkoMnnemeHTa

IgG-nMmyHHbIE KoMMnekebl (MeToa cesAsbiBaHus ¢ C1q (C1g-

0o 0o 0o

14

14
14
14

14
14

14

14
14

14
14

14

14
14
14
14
14
14

14
14
14
14
14
14

14

14
14

14

1000
1000
1000
1000
1000

3100

1300
1360
1300

720
1000
1220
1360

1360

2970

1550
1290
1360

2100
1360

1550

1750

1260

1720
1360
1720

1650

1270
1650
2410

1550
2200
2200
2200
2200
2100

2420

5520
1300
4900
4 950
4070
2 050

1650

5720
2900

1650



26.121.

26.120.
26.119.

26.187.

26.66.
26.111.

26.77.
26.52.

26.112.

26.76.

26.186.

26.63.
26.60.

26.71.

26.79.

26.185.

26.74.

26.54.
26.58.

26.68.

26.53.

26.55.

26.67.

26.78.

26.56.

26.62.

26.61.
26.72.

26.75.

26.73.

26.73.1.

26.59.

C1q_CH-50_P

C1INH_P
CH-50_P

ANeirBlot_P

A-Neitrof_P
ScBIotANF_P

A-CardGM_P
Nukl_NcX_P

PHOS_blot_P

AT-PHOS_P

Mioz.Blot_P

A-Ret.sum_P
NEFRO_P

ANCA_GBM P
AMA_MIO_P
GanglioBI_P
ANF_Card_P

ANF_ANCA_P
DERMATOZ_P

ANCA_SCA P

Kish Exp_P

SKLEROZ_P

ANF_NcX_P
ANF_NcX_Car
CeliaExp_P
AT-PHOS_Exp

Liver_Exp
POLINEV_P

MIOZIT_P

FreeUr_P

FreeUrS_P

FreeBl_P

AyTOMMMYHHas UMMYHOKOMMIIEKCHAs naTonorusi (KoMmniemeHT

CH-50 n C1Q-1gG-VK)

WHrmbutop C1INH (gnarHocTrka KpanuBHULbI 1

O6was remonuTnyeckas cnocobHocTb cbiBopoTkm (CH-50)
11.00.21.KomnnekcHasa AMarHoCTuka ayTOMMMYHHBIX U CUCTEMHbIX

AHTUHelrpoHanbHble aHTuTena (AHTU-Yo1, Hu, Ri, PNMA2

(Ma2/Ta), CV2, AmcudusmH), amarHoctuka

napaHeonnacTUYecknx aHLedanuTos

AHTUHENTPOMUNbHLIE aHTUTENa

AHTUHyKNeapHble aHTuTena npu cknepogepmum (Scl-70, CENP

A, CENP B, RP 11, RP 155, doubpunnapuH, NOR 90, Th/To,

PM-Sc 100, PM-Scl 75, Ku, PDGR, Ro-52) n

AHTUTENa K KapguonunuHy knaccos IgG n IgM

AHTUTENA K OCHOBHbIM aHTUreHam CKB (aHTuTena k acOHK un

HyKrneocomam)

AHTudochonunuaHeie aHtutena (AT 6eTa-2-rMuKonpoTenHy

IgM, 1gG, aHHekcuHy V IgM, IgG, npotpombuHy IgM, 1gG,

KI,®C, ©X, ®U, ®K, CP), ummyHoOnOT

AHTudocdhonunmaHble aHtutena (AT k kapguonunuaam IgM n

IgG, aHHekcuHy V (A5) IgM 1 IgG, 6eTa-2-rnukonpoTteunHy IgA,

IgM, 1gG, ®C-npoTpomMBMHOBOMY KOMMMEKCY

AT npu nonumnosute: AT k Mi-2, Ku, PM-Scl100, PM-Scl75,

SRP, aHTUCKMHTEeTa3Hble aHTuTena (Jo-1, PL-7, PL-12, EJ, OJ)

n aHTuTena k Ro-52

BbisBneHne aHTUTEN K peTuKynuHy knaccos 1gG u IgA

OwnarHocTvka ayToMMmMmyHHoro nopaxenus novek (AHUA, BMK,

AH®)

[unarHoctuka 6eicTponporpeccupyoLero rnomepynoHedpuTa
(AHLIA 1 aHTuTena k BMK)

[narHocTuka BocnanutensHbIX MuokapauonaTtui (Mio n AMA)
[vnarHoctuka BocnanuTtenbHbIX NonMHeBpuToB (AT Kk
ravrnvosmgam GM1,GM2, GM3, GM4, GD1a, GD1b, GD2,
GD3, GT1a, GT1b, GQ1b, cynbdartuay) IgG/IgM
[unarHoctrka BTOPUYHOIro aHTUAOCHONUNMAHOIO CMHAPOMA
(AKIT n AH®)

OwnarHocTtuvka rpaHynemaTo3Hbix BackynutoB (AH® n AHLIA)
[unarHocTuka ny3blpHbIX 4epMaTo30B (ayToaHTuTena K
aHTUreHam Koxwu)

OndbdepeHumansHas gmarHoctuka 6onesHn KpoHa u
si3BeHHoro konuta (AHLIA 1gG n ASCA IgA)
KombuHuposaHHoe obcnegosaHme npu BocnanuTenbHbIX
3aboneBaHusx kmweyHuka (AHUA IgG/IgA, ASCA (IgG/IgA),
AT k npotokam pancreas, AT k 6okanoBuaHbIM KreTka
KomnneKcHbI TeCT AMarHOCTUKN PacCesiHHOro ckreposa
(onuroknoHanbHeIN IgG 1 cBOGOAHLIE NErkve uenu
UMMYHOrnoBynHOB B NINKBOPE)

O6cnepgoBaHWe Npy BONYaHOYHOM HedpuTe

O6cneposanne npu CKB (AH®, acAHK 1 AKIT)

MonHoe cepornoruyeckoe obcnegosaHme npu uenuakum (ASA,
TTI, APA, ATA)

PasBepHyTas gvarHoctmka aHTMdocdonunuaHoro cuHapomMa
(AH®, anTuTena k kapguonunuHy IgG/IgM, 6eta2
rnukonpoTtenH IgGAM)

PasBepHyTasi ceponornst ayToMMMyHHbIX 3aboneBaHuin nevyeHn
PasBepHyTOe obcrnegoBaHve npy NonuHeBpuUTax (CKPUHUHT
napanpoteuHa, AH®, AHUA, ENA, aHtn-GM1, GD1b, GQ1b)
Pa3BepHyTOE ceponornyeckoe o6cnenoBaHune npu
nonmmuosuTe ¢ kommeHtapuem (AH®, ENA, antun-Mi-2, Ku, Pm-
Scl, Jo-1, PL-7, PL-12)

CBobogHble nerkve kanna n nambéaa uenu MMMyHornooynmHos
(pa3oBas mo4a)

CBobogHble nerkve kanna n namoéaa uenu MMMyHornooynmHos
(cyToyHasa moua)

CeobogHble nerkve kanna/nambaa ueny nMmyHornobynnHoB B
CbIBOPOTKE KPOBU

14

14

14

14
14

14

14

14

14
14

14

14

14

14

14

1650

1970
1420

4970

2790
3 600

1460
1820

5070

3700

3700

1250
2800

2200

1850

5130

2680

2200
2930

1970

3280

3880

1 600

2930

4700

3150

4 800
4110

4110

1070

1230

1190



26.65.

26.64.

26.70.
11.14.
11.14.1.

50.19.2181

26.57.
26.80.

26.80.1.
50.28.2181

26.69.
26.51.
26.51.1.

40.3.

40.5.

40.39.

40.40.

40.1.

40.15.

40.16.

40.7.

40.33.

40.34.

40.65.
40.63.1.
40.63.

41.48.
41.19.
41.7.
41.17.
40.324.
41.11.
41.5.
41.1.

41.9.
41.3.
41.15.
41.13.
41.173.

41.174.

FreeLikv_P
GepaScr_P

ANF_ENA_P
BensJons-UR
BensJons-URs

Parascr_P

CeliaScr_P
BENSJONS-IM

BENSJON-UrS
Paratip_P

Celia_P
ProtUr FR_P
ProtUrS_P

hx2

Mx1

FX20
FX20G
Mx2
FX2
FX2G
EX71E
FX15
FX15G

Tryptase
PHAD_cap
PHADIOTOP

M6_Phd
M228
M3_Phd
M207_Phd
M7_Phd
M5_Phd
M2_Phd
M8

M4_Phd
M1_Phd
M70_Phd
M11_Phd
F237

F237G

CeobogHble nerkve nambaa/kanna uenv UMMyHornobynuHoe B |14
uepebpocnmHanbHOM XUAKOCTU

CKPUHUWHT ayTOMMMYHHOTO nopaxeHus neveHn (AHO, AMA, 14
AIMA, LKM, AMKX)

CkpuHUHT 6oneaHen coeamHuTensHon TkaHm (AH® n ENA- 14
CkpuHuHr M-IpagneHTa (benka beHc-[)xoHca) (pa3oBas moya) 14
CkpuHuHr M-'pagnenTa (6enka beHc-[xoHca) (cyTovHasa 14
CKpI/II\-II/IHF napanpoTeMHeMuii B CbIBOPOTKE KPOBU C NOMOLLbO 14
CkpuHuHr uenvakum (AAI 1IgG n TTI2 IgA) 14
TunupoBaHue M-rpagneHTa (6enka beHc-[xoHca) (pa3oBasi 14
Mou4a)

TunupoBaHue M-rpagneHTa (6enka BeHc-[xoHca) (cyTouHaa |14
TvnupoBaHWe napanpoTenHa B CbIBOPOTKE KPOBM C MOMOLLbID | 14

UMMYyHOUKCaLUn
YTo4HeHue gnarHosa uenuakum (ASA n TTI) 14
OnekTpodopes OenkoB MoUM C onpeaeneHemM Tuna 14
OnekTpodopes 6enkoB Mo4u C onpeaeneHnem Tuna 14
NPOTENHYPUM (CYTOYHast Mo4ya)

12.AMATHOCTUKA ATTNEPT AN

12.01.TEXHONOIrNA IMMUNOCAP
12.01.01.1 STATII NepBu4HbIe TECTbl Ha ANNepruio (CKPUHWUHT)
Cwmech GbITOBbIX annepreHoB (gomawHsas noib (Hollister- |1
Stier), D. pteronyssinus, D. farinae, Blatella g

Cwmecb rpnbkoBbix annepreHos (Penicillium notatum, 1
Cladosporium herbarum, Aspergillus fumigatus, Alternaria
alternata) Igg (MX1, ImmunoCAP)

Cwmech 3nakoBbIX: MLUEHULA, POXb, S4MeHb, puc IgE (FX20, 1

ImmunoCAP)
Cwmech 3nakoBbIX: MLUEHNLA, POXb, S4MeHb, puc IgG (FX20, 2
ImmunoCAP)
Cwmecb Mukpockonuyeckux rpubos (Penicil. notatum, 1

Cladosporium herbarum, Asper. fumigatus, Candida a
Cwmecb MOpenpoayKTOB: Tpecka, KpeBeTKa, CUHAA muans, |1
TyHeu, nococsb IgE (FX2, ImmunoCAP)
Cwmecb MOpenpoayKToB: Tpecka, KpeBeTKa, CUHAA Muans, |2
TyHeu, nococb IgG (FX2, ImmunoCAP)
Cwmech nepbeB NTULL: TYCs, Kypuubl, YTKW, nHaenkn Ige 1
(EX71, ImmunoCAP)
Cwmecb dpykToBasi Ne1: anenbcuH, si6roko, 6aHaH, nepcuk | 1
IgE (FX15, ImmunoCAP)
Cwmecb dpykToBas Ne1: anenbcuH, 56noko, 6aHaH, nepcuk | 2
IgG (FX15, ImmunoCAP)
Tpuntasa (ImmunoCAP) 5
dagnaton (ImmunoCAP) 1
dagnaton IgE (ImmunoCAP)

12.01.02.2 STAI BbisBneHve NHOMBMAYANBHOMO annepreHa

[

Alternaria alternata IgE (M6, ImmunoCAP)
Aspergillus flavus IgE (M228, ImmunoCAP)
Aspergillus fumigatus IgE (M3, ImmunoCAP)
Aspergillus niger IgE (M207, ImmunoCAP)
Botrytis cinerea IgE (M7, ImmunoCAP)

Candida albicans IgE (M5, ImmunoCAP)
Cladosporium herbarum IgE (M2, ImmunoCAP)
Helmintosporium halodes IgE (M8, ImmunoCAP)

Mucor racemosus IgE (M4, ImmunoCAP)
Penicillium notatum IgE (M1, ImmunoCAP)
Pityrosporum orbiculare IgE (M70, ImmunoCAP)
Rhizopus nigricans Igg (M11, ImmunoCAP)
Abpukoc IgE (F237, ImmunoCAP)

Abpukoc IgG (F237, ImmunoCAP)

N R R RPR R R R R P RRPR PP

1080

2680

1700
1510
1510

2000

1850
3180

3180
3510

2450
1560
1920

1200

1200

1200

1200

1200

1200

1200

1200

1200

1200

2680
1720
1720

600
600
600
600
600
600
600
600

600
600
600
600
600

600



41.183.
41.184.
41.283.
41.284.

41.181.
41.182.

41.185.
41.186.

41.87.
41.88.

41.443.
41.243.
41.244.
41.447.
41.189.
41.190.
41.187.
41.188.
41.463.
41.105.
41.106.
41.379.
40.292.
41.113.
41.114.
41.199.
41.200.
41.279.
41.280.
40.334.
40.332.
41.191.
41.192.
40.356.
41.391.
41.393.
41.295.
41.296.
41.193.
41.194.
41.383.

41.85.
41.86.

40.323.
40.325.
41.115.
41.116.
41.151.
41.152.
41.153.
41.154.
41.233.
41.234.
41.261.
41.262.
41.201.
41.202.

41.37.

41.77.

41.771.
41.409.
41.465.
41.289.

F33_Phd
F33G_Phd
F13_Phd
F13G_Phd

F329
F329G

F92_Phd
F92G_Phd

F1 Phd
F1G_Phd
T3 _Phd
F260
F260G
T5_Phd
F259_Phd
F259G_Phd
F242_Phd
F242G_Phd
T45_Phd
F79

F79G
F27_Phd
F27G_Phd
F12

F12G
F209_Phd
F209G_Phd
F256_Phd
F256G_Phd
comp40.334_MK
comp40.332_MK
Fo4

Fo4G
comp40.356_MK
H1_Phd
H2_Phd
F45

FA45G

F87

F87G
G3_Phd
F75_Phd
F75G_Phd
F78k_Phd
F78G_Phd
F93

F93G

F258
F258G
F254
F254G
F216_Phd
F216G_Phd
F35_Phd
F35G_Phd
F84

F84G

D74

F300
F300G
i71
G11_Phd
F221_Phd

AnenbcuH IgE (F33, ImmunoCAP)
AnenbcuH IgG (F33, ImmunoCAP)
Apaxwc IgE (F13, ImmunoCAP)
Apaxuc IgG (F13, ImmunoCAP)

Apby3 IgE (F329, ImmunoCAP)
Apby3 IgG (F329, ImmunoCAP)

BaHaH IgE (F92, ImmunoCAP)
BanaH IgG (F92, ImmunoCAP)

Benok anyHbin IgE (F1, ImmunoCAP)
Benok aunyHbivi IgG (F1, ImmunoCAP)
Bepesa IgE (T3, ImmunoCAP)

Bpokkonu IgE (F260, ImmunoCAP)
Bpokkonu IgG (F260, ImmunoCAP)

Byk IgE (T5, ImmunoCAP)

BuHorpag IgE (F259, ImmunoCAP)
BuHorpag 1gG (F259, ImmunoCAP)

BuwHs IgE (F242, ImmunoCAP)

Buwhs 1gG (F242, ImmunoCARP)

Bsas IgE (T45, ImmunoCAP)

FmoteH IgE (F79, ImmunoCAP)

nioteH IgG (F79, ImmunoCAP)

FoBsamHa IgE (F27, ImmunoCAP)
lNoBaguHa IgG (F27, ImmunoCAP)

opox IgE (F12, ImmunoCAP)

lMopox 1gG (F12, ImmunoCAP)

MpenndpyT IgE (F209, ImmunoCAP)
MpenndpyT IgG (F209, ImmunoCARP)
"peukumn opex IgE (F256, ImmunoCAP)
"peukmn opex IgG (F256, ImmunoCAP)
"pnbkoBbIe annepreHsbl (pacwmpeHHas) IgE
"pubkoBble anneprensl IgE (ImmunoCAP)_MK
pywa IgE (F94, ImmunoCAP)

pywa 1gG (F94, ImmunoCAP)

[na neten nepeq BakumHaumen IgE (ImmunoCAP)

HomawHasa neinb (Greer Labs.Inc.) IgE (H1, ImmunoCAP)

DomawHasa neinb (Hollister-Stier Labs.) IgE (H2,
Opoxoku IgE (F45, ImmunoCAP)
Opoxokm IgG (F45, ImmunoCAP)

ObiHa IgE (F87, ImmunoCAP)

ObiHa 1gG (F87, ImmunoCAP)

Exa cbopHas IgE (G3, ImmunoCAP)
XKentok auuHbivi IgE (F75, ImmunoCAP)
XKentok anunbi 1IgG (F75, ImmunoCAP)
KazeuH IgE (F78, ImmunoCAP)

KaszeunH IgG (F78, ImmunoCAP)

Kakao IgE (F93, ImmunoCAP)

Kakao 1gG (F93, ImmunoCAP)

Kanemap IgE (F258, ImmunoCAP)
Kanbmap IgG (F258, ImmunoCAP)
Kambana IgE (F254, ImmunoCAP)
Kambana IgG (F254, ImmunoCAP)
Kanycta IgE (F216, ImmunoCAP)
Kanycta IgG (F216, ImmunoCAP)
Kaptodens IgE (F35, ImmunoCAP)
Kaptodens IgG (F35, ImmunoCAP)
Kusu IgE (F84, ImmunoCAP)

Kusu IgG (F84, ImmunoCAP)

Knew, gomaiuHer neinu Euroglyphus maynei IgE (D74,
ImmunoCAP)

Kosbe monoko IgE (F300, ImmunoCAP)
Kosbe monoko IgG (F300, ImmunoCARP)
Komap IgE (171, ImmunoCAP)

Koctep IgE (G11, ImmunoCAP)

Kode IgE (F221, ImmunoCAP).
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600
600
600
600

600
600

600
600

600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
3870
2740
600
600
3580
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600
600

600
600
600
600
600



41.290.
41.483.
41.207.
41.208.
41.1309.
41.140.
41.1009.
41.110.
41.481.
41.445,
41.213.
41.214.
41.4609.
41.167.
41.168.
41.263.
41.264.
41.2109.
41.220.
41.215.
41.216.
41.221.
41.222.
41.269.
41.270.

41.71.

41.600.
41.259.
41.260.
41.411.

41.89.
41.90.
41.97.
41.98.
41.95.
41.96.

41.101.
41.102.

41.99.

41.100.
41.371.
41.372.
41.375.
41.376.
41.381.
41.382.
41.389.
41.385.
41.241.
41.242.
41.485.
41.441.
41.277.
41.278.
41.237.
41.238.

41.51.
41.78.

41.223.
41.224.

41.45.

41.471.
41.475.
41.479.

41.55.

F221G_Phd
W20_Phd
F322
F322G
F24_Phd
F24G_Phd
F8

F8G

W15
T4_Phd
F208_Phd
F208G_Phd
G16_Phd
F41_Phd
F41G_Phd
F48

F48G
F343
F343G
F302
F302G
F342
F342G
F20

F20G
F2_Phd
F2G_Phd
F31_Phd
F31G_Phd
i73
F11_Phd
F11G_Phd
F7_Phd
F7G_Phd
F4_Phd
FAG_Phd
F5_Phd
F5G_Phd
F6_Phd
F6G_Phd
F284_Phd
F284G_Phd
F213
F213G
F83_Phd
F83G_Phd
G8_Phd
G4_Phd
F244_Phd
F244G_Phd
W8_Phd
T2_Phd
F202
F202G
F218
F218G
E70

ES6

F95

FO95G
E5_Phd
W9

W204
W6_Phd
E77

Kodpe IgG (F221, ImmunoCAP).

Kpanusa gsynomHas IgE (W20, ImmunoCAP)
KpacHas cmopoguHa IgE (F322, ImmunoCAP)
KpacHasa cmopoguHa 1gG (F322, ImmunoCAP)
KpeseTtku IgE (F24, ImmunoCAP)

KpeseTku IgG (F24, ImmunoCAP)

Kykypysa IgE (F8, ImmunoCAP)

Kykypysa IgG (F8, ImmunoCAP)

Nebepa yeyeBnueBuagHas IgE (W15, ImmunoCAP)
Jlewwmna IgE (T4, ImmunoCARP)

JNumoH IgE (F208, ImmunoCAP)

JlnmoH IgG (F208, ImmunoCARP)

Jlucoxsoct nyroson IgE (G16, ImmunoCAP)
Jlococs IgE (F41, ImmunoCAP)

Jlococb IgG (F41, ImmunoCAP)

Jlyk IgE (F48, ImmunoCAP)

Nyk 19G (F48, ImmunoCAP)

ManwuHa IgE (F343, ImmunoCAP)

Manwuna IgG (F343, InmunoCAP)
MangapuH IgE (F302, ImmunoCAP)
MangapuH IgG (F302, ImmunoCAP)
MacnuHa IgE (F342, ImmunoCAP)
MacnuHa IgG (F342, ImnmunoCAP)
Mungane IgE (F20, ImmunoCAP)

Mungane 1gG (F20, ImmunoCAP)

Monoko kopoBbe IgE (F2, ImmunoCAP)
Monoko kopoBbe IgG (F2, ImmunoCAP)
MopkoBb IgE (F31, ImmunoCAP)

Mopkosb 1gG (F31, ImmunoCAP)

MoTbine IgE (173, ImmunoCAP)

Myka rpevHeBas IgE (F11, ImmunoCAP)
Myka rpevHeBas IgG (F11, ImmunoCAP)
Myka oscsaHas IgE (F7, ImmunoCAP)

Myka oBcsHas IgG (F7, ImmunoCAP)

Myka nweHuyHas IgE (F4, ImmunoCAP)
Myka nwenuyHas 1gG (F4, ImmunoCAP)
Myka pxaHas IgE (F5, ImmunoCAP)

Myka pxaHas 1gG (F5, ImmunoCAP)

Myka sumeHHas IgE (F6, ImmunoCAP)
Myka sumeHHas IgG (F6, ImmunoCAP)
Msco nHaenkm IgE (F284, ImmunoCAP)
Msico uHgenkm 1gG (F284, ImmunoCAP)
Msco kponuka IgE (F213, ImmunoCAP)
Msico kponuka IgG (F213, ImmunoCAP)
Msco kypuupl IgE (F83, ImmunoCAP)

Msico kypuupl IgG (F83, ImmunoCAP)
MsTnuk nyrosow IgE (G8, ImmunoCAP)
OBcaHuua nyrosas IgE (G4, ImmunoCAP)
Orypeu IgE (F244, ImmunoCAP)

Orypeu IgG (F244, ImmunoCAP)
OpyBsanuuk IgE (W8, ImmunoCAP)

Onbxa cepas IgE (ImmunoCAP)

Opex Kewbto IgE (F202, ImmunoCAP)
Opex Kewsbto IgG (F202, ImmunoCAP)
Mepew IgE (F218, ImmunoCAP)

Mepew IgG (F218, ImmunoCAP)

Mepo rycuHoe IgE (E70, ImmunoCAP)
Mepo yTkn IgE (E86, ImmunoCAP)

Mepcuk IgE (F95, ImmunoCAP)

Mepcuk IgG (F95, ImmunoCAP)

MepxoTb cobaku IgE (E5, ImmunoCAP)
MopopoxHuk naHueToBuaHbin IgE (W9, ImmunoCARP)
MopconHeyHwuk IgE (W204, ImmunoCAP)
MonbiHb IgE (W6, ImmunoCARP)

MomeT BonHucToro nonyranyuka Ige (E77, ImmunoCAP)
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41.91.
41.92.

41.477.
41.239.
41.240.
41.377.
40.291.
41.143.
41.144.
41.423.
41.424.
41.145.
41.146.
41.203.
41.204.
41.459.

40.66.
40.67.

41.900.

41.75.
41.76.

41.405.
41.387.
41.265.
41.266.
41.165.
41.166.
41.257.
41.258.
41.121.
41.122.
41.281.
41.282.
41.141.
41.142.
41.285.
41.286.
41.251.
41.252.
40.199.
41.255.
41.256.

41.62.
41.47.
41.65.

41.231.
41.232.
41.399.
41.395.

41.83.
41.84.

41.455.
41.457.

40.270.
40.271.
40.211.
40.215.
40.212.
40.213.
40.214.
40.289.

40.365.
40.366.

F9_Phd
F9G_Phd
W206
F227
F227G
F26_Phd
F26G_Phd
F205
F205G
K84

K84G
F206
F206G
F255
F255G
T16_Phd
M80_Phd
M81_Phd
M226_Phd
F236
F236G_Phd
16_Phd
G6_Phd
F25_Phd
F25G_Phd
F40

F40G
F225
F225G
F15

F15G
F203
F203G
F204
F204G
F17_Phd
F17G_Phd
F291
F291G
comp40.199 MK
Fa7

F47G
E82_Phd
E6_Phd
E84_Phd
F49_Phd
F49G_Phd
13

11

F245
F245G
T15_Phd
T25

comp40.270_MK
comp40.271_MK
comp40.211_MK
comp40.215_MK
comp40.212_MK
comp40.213_MK
comp40.214 MK
comp40.289_MK

G213kG_Phd
W230kG_Phd

Pwuc IgE (F9, ImmunoCAP)

Puc IgG (F9, ImmunoCAP)

Pomawka IgE (W206, ImmunoCAP)
CaxapHas csekna IgE (F227, ImmunoCAP)
CaxapHas csekna IgG (F227, ImmunoCAP)
CeuHuHa IgE (F26, ImmunoCAP)

CsuHuHa IgG (F26, ImmunoCAP)

Cenbgp IgE (F205, ImmunoCAP)

Cenbgb IgG (F205, ImmunoCAP)

Cewms nogconHeyHuka IgE (K84, ImmunoCAP)
Cems nogconHeyHuka IgG (K84, ImmunoCAP)
Ckymbpus IgE (F206, ImmunoCAP)
Ckymbpus 1gG (F206, ImmunoCAP)

Cnuea IgE (F255, ImmunoCAP)

Cnuea IgG (F255, InmunoCAP)

CocHa BewnmytoBa IgE (T16, ImmunoCAP)
CradunokokkoBbIli 3HTepoTokeuH A IgE (M80,
CT1adnnoKkokkoBbIn 3HTEPOTOKCUH B IgE (M81,
CradunokokkoBbIl 93HTepoTokenH TSST IgE (M226,
CbiBopoTka kopoBbero monoka IgE (F236, ImmunoCAP)
CbiBOpOTKa kopoBbero mosoka IgG (F236, ImmunoCAP)
TapakaH pbebkui IgE (16, ImmunoCAP)
TumodpeeBka nyrosasi IgE (G6, ImmunoCAP)
Tomar IgE (F25, ImmunoCAP)

Tomart IgG (F25, ImmunoCAP)

TyHeu IgE (F40, ImmunoCARP)

TyHey IgG (F40, ImmunoCAP)

TeikBa IgE (F225, ImmunoCAP)

ToikBa 1gG (F225, ImmunoCAP)

®aconsb IgE (F15, ImmunoCARP)

®aconb 1gG (F15, ImmunoCAP)

®uctawkm IgE (F203, ImmunoCAP)
®uctawkm IgG (F203, ImmunoCAP)

®openb IgE (F204, ImmunoCAP)

®opensb IgG (F204, ImmunoCAP)

®yHayk IgE (F17, ImmunoCAP)

®yHayk 1gG (F17, ImmunoCAP)

LiseTHas kanycta IgE (F291, ImmunoCAP)
LiseTHas kanycta IgG (F291, ImmunoCAP)
Llennakus IgE (ImmunoCAP)_ MK

YecHok IgE (F47, ImmunoCAP)

YecHok IgG (F47, ImmunoCAP)

Onutenun kponuka IgE (E82, ImmunoCAP)
OnuTenui mopckon cBuHku IgE (E6, ImmunoCAP)
Onutenun xomska IgE (E84, ImmunoCAP)
A6noko IgE (F49, ImmunoCAP)

Abnoko IgG (F49, ImmunoCAP)

An ocbl 06bikHOBEHHOW IgE (13, ImmunoCAP)
An nyenesl gomawHen IgE (11, ImmunoCAP)
Anuo IgE (F245, ImmunoCAP)

Anuo 1gG (F245, ImmunoCAP)

AceHb amepukaHckui IgE (T15, ImmunoCAP).
AceHb Bbicokmn IgE (T25, ImmunoCAP)

12.01.03.3 3TAI OnpegeneHve anneprokoMnOHEHTOB

12.01.03.3.1.MNporHo3 acbdekTnBHocTn ACUT
AINNEPTUA HA KOLWKY IgE (ImmunoCAP)_MK
AJTNEPITUA HA COBAKY IgE (ImmunoCAP)_MK
ANNEPIUSA HA AMLO IgE (ImmunoCAP) MK
Amb6poans - ana ACUT IgE (ImmunoCAP)_MK
BeceHHue gepeBbs (bykouBeTHble) - ana ACUT IgE
3nakosble Tpasbl - Ansa ACUT IgE (ImmunoCAP)_MK
MonbiHb - gnsa ACUT IgE (ImmunoCAP)_MK
CopHeble Tpasbl - Ansa ACUT IgE (ImmunoCAP)_MK

12.01.03.3.2.MoHuTopuHr addpektnsHoctn ACUT
Tumodpeeska nyrosas rPhl p1, rPhl p5b 1gG (G213,
Am6po3unsa nAmb a1 1gG (W230, ImmunoCAP)
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600
600
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600
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2 850
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2 850
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6 980
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40.367.
40.311.
40.306.
40.316.
40.321.
40.310.
40.349.
40.357.
40.358.
40.359.
40.360.
40.304.
40.305.
40.346.

40.347.
40.302.
40.315.
40.303.
40.307.

40.301.
40.300.
40.348.
40.308.
40.309.
40.318.
40.319.
40.361.
40.363.
40.362.

40.168.
41.491.
41.496.
41.498.
41.421.
41.492.
41.493.
40.166.
41.419.
41.490.

41.500.
41.501.
41.504.
41.507.
41.502.
41.506.
40.339.
50.44.2217
41.508.
41.503.
41.510.

41.511.

41.512.

41.513.

41.514.

W231kG_Phd
M229K_Phd
G213k_Phd
E220k_Phd
E221k_Phd
W230k_Phd
F422k_Phd
F423k_Phd
F424k_Phd
F352k_Phd
F427k_Phd
T215k_Phd
T221k_Phd
F77k_Phd

F355k_Phd
F323k_Phd
E94k_Phd

K208k _Phd
G214k_Phd

F232k_Phd
F233k_Phd
F416k_Phd
W231k_Phd
W233k_Phd
E101k_Phd
E102k_Phd
F353k_Phd
E204k_Phd
F351k_Phd

comp40.168_MK

C74
C70
C73
K82
C1
Cc2

comp40.166_MK

K80
C8

c53_FL
c68_FL
c86_FL
c89_FL
c82_FL
c88_FL

comp40.339_MK

C110
c100_FL
c83_FL
c210_FL
RIDA_Pediat
RIDA_Food
RIDA_Resp

RIDA_Vario

MonbiHb nArt v1 IgG (W231, ImmunoCAP)
Alternaria alternata rAlt al IgE (M229, ImmunoCAP)
TumodpeeBka nyrosas rPhl p1, rPhl p5b IgE (G213,
AnbbymuH cbiBopoTku kowwku nFel d2 IgE (E220,
AnbbymuH cbiBopoTkM cobaku nCan f3 IgE (E221,
Ambpo3sns nAmb a1 IgE (W230, ImmunoCAP)
Apaxwc rAra h1 IgE (F422, ImmunoCAP)

Apaxuc rAra h2 IgE (F423, ImmunoCAP)
Apaxuc rAra h3 IgE (F424, ImmunoCAP)
Apaxuc rAra h8 PR-10 IgE (F352, ImmunoCAP)
Apaxwuc rAra h9 LTP IgE (F427, ImmunoCAP)
Bepéasa rBet v 1 PR-10 IgE (T215, ImmunoCAP)
Bepésa rBet v2, rBet v4 IgE (T221, ImmunoCAP)
Beta-nakrornobynuH IgE (F77, ImmunoCAP)

Kapn (Mapeanb6ymuH) rCyp c1 IgE (F355, InmunoCAP)

KoHnanbbymuH avina nGal d3 IgE (F323, ImmunoCAP)

Kowka rFel d1 IgE (E94, InmunoCAP)

JInzoumm anua nGal d 4 IgE (K208, ImmunoCAP)

MMWHOpPHbIE KOMNOHEHTBI MbIMbLbl Y NPOAYKTOB

pactuTeneHoro npoucxoxaexus IgE (G214, ImmunoCAP)

OeanbbymuH sarua nGal d2 IgE (F232, ImmunoCAP)

OBomykong snua nGal d1 IgE (F233, ImmunoCARP)

Owmera-5 MwaauH nwennubl rTri a19 IgE (F416,

MonbiHb NArt v1 IgE (W231, ImmunoCAP)

MonbiHb nArt v3 LTP IgE (W233, ImmunoCAP)

Cobaka rCan f1 IgE (E101, ImmunoCAP)

Cobaka rCan 2 IgE (E102, ImmunoCAP)

Cos rGly m4 PR-10 IgE (F353, ImmunoCAP)

CbIBOpOTOYHbIN anbbymuH nBos d6 IgE (E204,

TponomwnosuH kpeeeTok rPen a1 IgE (F351, ImmunoCAP)
12.03.AINEPIUA HA NEKAPCTBEHHbBIE CPEAOCTBA

12.03.01.TexHonorna ImmunoCAP

AHTUCENTUYEeCKMe N aHTMbakTepuanbHble cpeacTea

XKenatuH koposuii IgE (C74, ImmunoCAP)

WHcynuH ceuHom IgE (C70, ImmunoCARP)

WHcynuH yenoseveckuii IgE (C73, ImmunoCAP)

JlaTekc IgE (K82, ImmunoCAP)

Mennumnnuu G IgE (C1, ImmunoCARP)

MeHnumnnuH V IgE (C2, ImmunoCAP)

MpeponepaunoHHas naHenb IgE (ImmunoCAP)_ MK

®dopmanbgerva/dopmanuH IgE (K80, ImmunoCARP)

Xnoprekcugumt IgE (C8, ImmunoCAP)

12.03.02.TexHonorus Dr. Fooke

Ankyponuym IgE (C53, Dr. Fooke)

ApTukaunH n YnbtpakauH IgE (C68, Dr. Fooke)

BeHsokauH IgE (C86, Dr. Fooke)

BbynusakavH, AHekanH n MapkauH IgE (C89, Dr. Fooke)

JinpokauH n AcunokawvH IgE (C82, Dr. Fooke)

MenueakauH v MNonokawnH IgE (C88, Dr. Fooke)

MecTHble aHecTeTuku 1 MuopernakcaHTsl IgE (Dr.

HanpokceH (c110)

MpunokaunH n Lutarect IgE (C100, Dr. Fooke)

MpokaunH n HoeokawnH IgE (C83, Dr. Fooke)

TeTtpakauH 1 QukauH IgE (C210, Dr. Fooke)

12.04. TEXHONOI'MNA RIDA ANTNEPITOCKPUH PA3BEPHYTBIE
MAHENb NEOVATPUYECKAA (RIDA-mmmyHO6n0T) (7
pecnupaTtopHbIX 1 13 nuwieBbix annepreHos) IgE
MAHENb MNWEBbBLIX AJINIEPTEHOB (RIDA-uMmmyHo61510T) (20
nuLleBbIX annepreHos) IgE
MAHENb PECTMTNMPATOPHbBIX AITNEPITEHOB (RIDA-
nMmyHo6n0oT) (20 pecnupaTopHbix) IgE
YHVBEPCAIIbHAA MNAHEJb (RIDA-ummyHobmoT) (13
pecnupaTopHbIX 1 7 N1LLEBbLIX annepreHos) IgE

13.TOKCUKOJIOT'MYECKNE MCCIJIEOOBAHNA
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1911

1.99.1

1921

1.96.1.

1971
1.93.

1941
1.95.1
1.98.1

50.2.2144.

50.38.2181
50.38.2182
1.92.46.
50.34.2181
50.37.2181
1.92.44.
1.92.47.
1.92.43.
1.92.41.
1.92.45.
50.35.2181
50.36.2181
1.92.42.
50.1.2228.

GNOO1

GNO003

GNO002

GNPO028
GNPO053
19.94.

GNPO021

GNP128
GNP131

GNPO73

GNP184

GNP117

GNP112
GNP118
GNP115
GNP126
GNP122
GNP123

GNP119
GNP114
GNP140

GNP127

US_toksich

US-Spices
US_Amfetam

US_barbit
US_benzod
US-Kannabin
US_kocs
US_opiat
Narco_9scr

CDT

Valproic ac
Valproic 120
Digoxin
FENITOIN
Lamotrijin
Levetiracet
Lysodren
Sirolimus
Takrolim_BI
Topiramate
Fenobarbital
KARBAM
Cyclosp_BI
Everolimus

GNDNK
TisDNAext

GEN_ZAKL

GP0003_MK
GNP053_MK
HLA-B27anti
protrombin_MK
GLA P

Liver GEN_P

GNP073_MK
GNP184.1
ATAXIA_P

HTT_P
GEN_004_P
GEN_003_P
PMP22_P
GEN_007_P
GEN_008_P
GEN_005_P
GEN_002_P
X-chrom_P

GEN_011 P

AHanu3 moum "BpeaHble npuBbIYKK" (aNKOronb, HUKOTWH,
HapKOTUYECKME W MCUXOAKTUBHbIE BellecTBa - 6onee 800
npencraBuTenen)

VMccnepoBaHne Moun Ha BbisIBNieHME ynoTpebneHns
CUHTEeTUYeCKUX kaHHabuHonaos "Cnancos".

KonuyecTtBeHHOe onpegeneHne amgeTtammHa 1 ero NpomM3BoaHbIX
B MOUYE.

KonnyecteeHHoe onpegenerHve 6apbutypaTtoB B Mode

KonunyecTtBeHHOe onpegeneHne 6eH3ognasenvHoB B MOYeE.
KonunyectBeHHoe onpefenexHve kaHHabuHOMO0B B MoYe
KonuyecTtBeHHOe onpegeneHne KokamHa u ero MetabonuToB B
KonunyecTteeHHoe onpegeneHve onmaTtoB B MOYeE.
MpeaBapuTenbHbIA aHann3 MoYn Ha BbisiBrieHue 9 rpynn
HapKOTUYECKMX M NCUXOAKTUBHbIX BELLECTB (onuaTthl,
KaHHabvHouabl, aMeTaMuH, MeTamdeTammnH, KOKanH, 3KCTasun
Yrnesog-geduumnTHbIN TpaHcdeppuH (CDT)

14.JIEKAPCTBEHHbLII MOHUTOPWHI

Banbnpoeas kucnota (kon)

Banbnpoesas kucnota (nocne npuema npenapara) (Kos)
OunrokcuH (kor)

OndeHnH (dheHnTourH) (kon)

NamoTproxuHel (namwukran) (ko)
JleBeTupauetam (kon)

JNnzogpeH (MutoTaH) (kon)

Cwuponumyc (kon)

Takponumyc (kon)

Tonupamart (kon)

®eHobapbuTtan (kon)

®uHnencuH (kapbamasenuH, Terpeton) (kon)
LinknocnopwH (kon)

Oeeponumyc (kon)

15.FTEHETUYECKWNE MCCIIEOOBAHNA

15.01.YCNYTH

Boigenenue OHK (sBnsieTcs 06s13aTensHOM ONONHUTENBHON
yCryrovi Npu OCyLLeCTBIEHUN 3akasa)
Belgenenve OHK 13 TkaHeln (sB-ca 0653. gon.ycnyrow npu
3aKase ncc-a Ha duKc.B dopManvHe 1 3aki.B napaduH TKaH.
3aknoveHne Bpava-reHeTmka no 0OgHOMy BMAYy UCCreaoBaHnm
15.02.KOMMMNEKCHI FEHETUYECKUX NCCNEOOBAHU

15.02.01.TepaneBTn4YECKME NCCNEQOBAHMUS

BonesHb KpoHa_MK

BPOHXMANBHAA ACTMA (6a3oBbiin) MK

BoiseneHune annenu 27 nokyca B HLA (HLA-B 27)

eHeTnka komnnekc npotpomouH_MK

[eHeTnyeckasn guarHocTuka 6onesHn dabpm (reH GLA)
eHeTnyeckas natonorusa nedenun (HFE, ATP7B, PiZ/S
A1AT n PNPLA3)

eHeTYeckas NpeapacnonoXeHHOCTb K NLIEMUYECKOMY
nHcynbTy FGB:-455G>A, ITGA2: 807C>T, ITGB3:
eHeTMYeckan NpeapacnonoXeHHOCTb K Pa3BUTUIO
cepaeyHo-cocyamncTbix 3aboneBaHuii.

eHogmarHocTuka MoaxedkoBbix atakcun (CLIA1,2,3,6,7;
6.Ppuapenxa)

eHogmarHocTuka 6onesHu N'eHtuHrroHa (HTT)
eHogmarHocTmka 6onesHn Kennean (AR)
"eHogmarHocTuka 6onesHn ®pugperixa (FXN)
"eHogmarHocTuka 6onesHu LWapko-Mapu-Tyta 1A (PMP22)
["eHogmarHocTuka MMOToHUYeckon anctpodum 1 Tmna
["eHogmarHocTuka MMOTOHUYECKON ANCTpodumn 2 Tuna

eHoamarHocTuka MbieyHon anctpodumm [ioweHHa u
eHogmarHocTvka nepeuyHor auctoHum 1 Tuna (DYT1)
eHogmarHocTuka c-ma MapTtuHa-benna (cuHgpoma
TNIOMKOW X-XpOMOCOMBbI)

"eHoguarHocTuka cMHApPOMa aHrnonaTum
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7 390
7 390
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GNP141
GNP116
GNP125

GNP113
GNP134

GNP129
GNP135
GNP142

GNP130

GNPO043
GNP136

GNP137
GNP138
GNP139

GNP133
GNPO023
GNP124

GNP022
GNPO066
GNPO093

GNPO55

GNPO052
GNPO032

GNPO70

GNP132

GNPO026

GNPO081
GNPO80
GNPO083

GNPO72

GNPO71

GNP121

GNPO08
GNPO030
GNP120
19.119.

GNPO46
GNPO045
GNPO0O44
GNPO025

GNP185

GNPO050
GNPO049
GNPO0O51
GNPO060
GNP034

GNPO085

MECP2_P
FMR1 P
GEN_010_P

GEN_001_P
CYP21A2_P

ATP7B_P
CYP21A2_4 P
GEN_017_P
GEN_013_P

GNP043
GEN_015_P

MODY2_P
MODY3_P
GEN_016_P

GEN_014 P
SERPINEL.mut_
GEN_009_P

leyden.mut_MK
GNP066
GNP093_MK

GNPO55

GNP052
GP0007_MK

GNPO70_MK
FMR1_ovar_P

GP00001_MK

GNPO081
GNPO80
GNPO083

GNP072_MK

GNP071_MK

GEN_006_P
sindr.jilber_MK
GP0005

HLA B51_P

HLA DQ2/DQ8
GNPO046
GNP045
GNP044
phen/ket/nur_MK

GNP185.1

GNPO050
GNPO049
GNPO0O51
GNPO060
INTERLEY

GNPO085

"eHogmarHocTuka cuHgpoma Petta (MECP2)
"eHogmarHocTuka cuHgpoma Tpemopal/atakcum (FMR1)

leHoamarHocTuka cnacTuyeckoii napannerus Ltpiomnens (

SPG4)
reHO,D,VIaFHOCTKa HacnencTtBeHHbIX (bOpM bonesHu

eHoTunupoeaHue 11 mytaumn reHa CYP21A2 npu

eHoTunNuposaHue 13 myTauuin reHa ATP7B npu 6onesHu

eHoTunupoBaHue 4 mytaummn reHa CYP21A2 npwu
eHoTunuposaHue PiS u PiZ annenen anbga-1
eHoTunuposanne PNPLA3 npu HeankorosrbHOM
cTeaTorenatuTe

M'MnepToHns (Komnnekc)

"opmoHanbHas YyBCTBUTENbHOCTb @aHOPOreHOBOro
peuentopa AR (CAG-noBTopbI)

OwnarHoctka MODY2 gnabeta (cekBeHMpoBaHue)
IunarHoctnka MODY3 gnabeta (cekBeHnpoBaHUe)

[wnarHoctuka cemenHoro MenynndapHoro paka LLIMTOBUOHOM

xernesbl u cuHapomos MOH 1 n 2

IwnarHoctuka CrHapoma KnanHdensTtepa

WHrmbutop aktneatopa nnasmuHoreHa_MK
UccneposaHne SOD1 npu 60KOBOM aMMoTPOUYECKOM
cKrepose

JlenpeHosckas mytauns_MK

MYKOBMCLUMOOS.

HacnepacteeHHasi NpeapacnonoXeHHOCTb K pa3BUTUIO
caxapHoro gnabeta 2 Tuna_MK

HACNEACTBEHHbLIN TEMOXPOMATO3

HemnpoceHcopHas HecuHapoManbHas Tyroyxoctb (GJB2).
HenepeHocrmocTb nakto3bl_MK

O6ycnoBnNeHHOCTb CUMbl BOCManuTernbHo peakumn IL6: -

174 G>C, IL10: -1082 G>A_MK

OnpepaeneHve npegakcnaHcum Npu NepPBUYHON ANYHUKOBOW

HepocTaToyHocTu ( B reHe FMR1)
Ocrteonopos (komnnekc )_MK

MpeppacnonoxeHHocTb Kk anabeTy Il Tna
MpeapacnonoxeHHOCTb K oxupeHuio n auabety Il Tna
MpeapacnonoXxeHHOCTb K Pa3BUTUIO NLLEMUYECKOW
6ones3Hu cepaua "MBC-ckpuH"

Pe3ncTeHTHOCTb K aHTMarperaHTHOM Tepanvu (acnupuH,
nnaswukc) ITGB3: 1565T>C_MK

Puck pa3sutus paka nerkmx npu kypeHmm GSTP1:
lle105Val, GSTT1: null, GSTM1: null_MK

CewmeliHas cpean3emMHoMopcKas nuxopagka reH MEFV

CwuHppom XKunsbepa_MK

CnuHanbHas amuoTpodms

TunuposaHue HLA B51 npu 6onesHn Bexyeta
Tunuposanue HLA DQ2/DQ8 npw uenuakum
Tpombodhunus - 6a3oBbIi.

Tpombodnnus - CKPUHUHT

TPOMBO®DUITNA pacumpeHHas
®eHnnkeToHypus_MK

15.02.02.J1ekapCTBEHHbI MOHUTOPUHI

"eHeTnyeckn obycnoBneHHas YyBCTBUTENbHOCTb K
BuTamuHy D

MeTtabonnam BapcapurHa - 6a30BbIN.
Tpombodunus - opanbHble KOHTPaUEenTHBbI.
YyBCTBUTENLHOCTb K BUTaMuHy [.

YYBCTBUTEJIbHOCTb K JIEMEHUIO MPUHOTEKAHOM

quCTBVITeJ'IbHOCTb K Ne4eHnto XxpoHn4ecKoro renatuta

15.02.03.0OHKOreHeTUKa

BbisBneHune n konuyecteeHHoe onpeaenexHne MPHK
XmmepHoro rexa ber-abl (p210)
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7 390
4 410
7 390

4 630
7 500

9720
3530
3530

2 650

4 440
3530

8 490
8 490
8 490

3 860
860
7 500

860
3100
5760

1870

1430
860

2260

3 860

5100

2940
2940
2940

1150

3560

9720

860
2670
2650
5530
3 650
1770
4 920
5100

1770

1930
1280
930
1430
900

2230



GNPO084

GNPO096

15.80.

50.2.2280.
2.

50.2.2280.
1.

GNP153

GNP020
GNP145

15.75.
GNP151

GNP178
GNP143
GNP144
GNP092
GNP091
GNPO77

GNPO75

GNPO048
GNPO57

GNP152

GNPO79

GNP102
GNP099
GNP105
GNP104
GNPO78

GNP101
GNPO74

GNP103

GNPO76

GNP095
GNP100
GNP180

GNP175

GNP187

GNP186

GNPO084

GNPO096

BRAF_HYST

HY _BRCA_2
HY BRCA_1

GNP153_MK

nepol_rak_tk MK
MGMT

msi_fish
EGFR_T790M
EGFR_T790M_b
IDH1

IDH2

GNP092

GNP091
GNPO77

GNPO75

GNP048
GNP057_MK

KIT_PDGFRA

GNPO79

ASXL1_BL
CEBPA_BL
cKIT_BL
CXCR4_KM
GNPO078

EZH2_BL
GNP074

MYD88_KM
GNPO76

GNP095
WT1_BL
NGS_BRCA bl

NGS_BRCAL 2

NGS_SOLO_BL

NGS_SOLOabc

OunarHoctuka Ph-HeraTnBHbIX XPOHUYECKNX
MuenonponudgepaTBHbix 3abonesanni. Mytauus Axyc-
kmHa3bl 2 JAK2 Val617Phe (kayecTBeHHbIN aHanu3)
[narHoctrka Ph-HeratmBHbIX XPOHUYECKNX
MuenonponudepaTBHbIX 3abonesaHunii. MyTtaums Axyc-
kvHasbl 2 JAK2 Val617Phe (konu4ecTBeHHbIN aHanms)
MonekynsipHo-reHeTU4eckoe nccrnegosaHme mytauum 15
3k30Ha reHa BRAF (6GroncuinHbIi/onepawumoHHbIn
MonekynsipHo-reHeTU4eckoe nccriefosaHve Mytawlum B
reHax BRCA 2 (6noncuiiHbli/onepaunoHHbIn maTepuan)

MonekynsipHoO-reHeTM4Yeckoe UCCnefoBaHne MyTauui B
reHax BRCA1 (6uoncuiiHbln/onepaunoHHbIvi matepuran)
MonekynsipHo-reHeTU4ecKkoe nccrnegoBaHve MyTaumn B
reHax BRCA1 n BRCA2 (6uoncuiHbIi/onepaumoHHbIn
HenonvnosHeli pak Toncton kuwkn(komnnekc ) MK
OnpepgenexHne MeTunupoBaHusa npomoTtopa reHa MGMT
(broncuiiHbli/onepauUmoHHbIN MaTepuarn)

OnpegeneHve MukpocaTennuTHon HectabunbHocTn (MSI)

Onpegenexne myTtaumm T790M reHa EGFR

Onpegenenve myTtaumm T790M reHa EGFR (kpoBb)
OnpegeneHne myTtaumm B reHe IDH1 (cekBeHMpoBaHue)
OnpegeneHne myTtaumm B reHe IDH2 (cekBeHupoBaHue)
Onpegenexne myTtaumin 15 ak3oHa BRAF, 2-3 ak3oHOB
NRAS 1 11,13,17 ak3oHax c-KIT npu menaHome
OnpepgeneHve myTtaumi 15 ak3oHa reHa BRAF 1 9, 11,13,17
ak30Hax reHa c-KIT npu menaHome

Onpegenexne mytaumn V600 B reHe BRAF ( kauecTBeHHOE
onpegenexve mytaummn V60OE B rene BRAF)
Onpegenenve mytaumi B reHax BRAF, KRAS, NRAS
(kau.onpen.V600E B

Onpegenenve mytaumi B reHax BRCA1 n BRCA2 (kpoBb)
Onpegenenne mytauui B reHax BRCA1, BRCA2 n CHEK2
(kpoBb)

Onpegenenne mytauui B reHax KIT u PDGFRA
(6uoncuiiHbIn/onepaunoHHbI MaTepuarn)

Onpepenenve myTtaumn B reHax KRAS, NRAS (kauy. onpeg.
MyTaumi 12kogoHa

Onpegenexve mytaumn B reHe ASXL1

Onpegenenne mytauui B reHe CEBPA

Onpegenexve mytauumn B reHe cKIT

Onpepenexve mytaumn B reHe CXCR4 (KOCTHbIM MO3r)
Onpegenexve mytaumn B reHe EGFR (kadecTBeHHOe
onpegenenne mytaumm L858R 1 27 geneunn (del) B 19
3K30He reHa EGFR)

Onpepgenenne mytauun B reHe EZH2

Onpegenenve myTauuni B reHe KRAS (kavyecTBeHHOE
onpegenexve mytaumn 12 kogoHa (Gly12Asp, Gly12Ala,
Gly12Arg, Gly12Val, Gly12Ser, Gly12Cys) n ogHon myTta
Onpegenexve myTtaumn B reHe MYD88 (L265P) (KOCTHbIN
Onpegenexne mytauumn B reHe NRAS (kayecTBeHHOe
onpegenenne mytaumni 12 kogoHa (Gly12Asp, Gly12Cys,
OnpegeneHve myTauuni B reHe PIK3CA

Onpepgenenne mytauui B reHe WT1

Onpegenenve mytaumi reHoB BRCA1 n BRCA2 metogom
NGS (cekBeHupoBaHue Bcex KoaupyoLmnx obnacTewn reHoB

Onpegenenve mytaumii reHoB BRCA1 n BRCA2 metogom
NGS (cekBeHupoBaHue Bcex koaupyoLmnx obrnacTewn reHoB
BRCA1 n BRCA2) (napacuHoBbI 6510K)

Onpegenexve mytaumn reHoB BRCA1, BRCA2, CHEK2,
ATM metogom NGS: Solo ABC (kpoBb)

Onpegenenve mytaumi reHoB BRCA1, BRCA2, CHEK2,
ATM metogom NGS: Solo ABC (napacunHoBbI 6510K)
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GNP176

GNP177

GNP106

GNP098

15.77.
GNP174
20.121.
GNP173
GNPO19

GNPO082

GNP029

GNPO11
GNPO086

GNPO047
GNPO069
GNPO35

15.78.
20.119.

20.120.
20.181.

20.182.

20.188.

20.189.

20.190.

20.191.

19.41.
19.42.
19.40.

30.48.
30.13.

30.16.

30.3.
30.4.

NGS_LUNG_22

NGS_SOLID_56

PCR_Ig_BL
ALK

ROS1_IHC
PCR_FLT3

PCA 3
PCR_PRAME
rak_tol.k_zh_MK

GNP082
GP0004_MK

adipositas_ MK
GNP086

GNP047
GNP069_MK
AZF

Kariotip-KM
Kariotip-1

Kariotip-1F
Kario-chor

Kariotip-ar

CMA_L_ABORT

CMA_L_BLOOD

CMA_L_PRENAT

CMA_L_NAVBL

Tip ge HLA
Tip g HLA
Tip gen HLA

twin
Info-Mot/ch
Info-ch/d/b

Fath/ch
Fath/ch/mot

OnpepgenexHne MyTaLuii reHOB, CBA3aHHbIX C PAaKOM Nerkmx
N TONICTOW KULLIKK, paclumMpeHHasi naHens metogom NGS:
Lung and Colon Cancer Panel (22 reHa) (napaduHoBbI
Onpepenexne MyTaumii reHOB, CBA3aHHbIX C CONUAHBIMU
onyxonsamu, metogom NGS: Multi-Cancer Panel (56 reHoB)
(napaduHoBbIN 6110K)
OnpepgeneHne MyTaLMOHHOIO cTaTyca reHoB
BapuabernbHbIX y4acTKOB MMMYHOTrNo0ynmMHOB
Onpepgenexune TpaHcnokauui reqa ALK (FISH)
(6voncuiiHbIn/onepaumoHHbIN MaTepuan)
Onpepgenexne TpaHcnokauuin reHa ROS1
Onpepgenexune akcnpeccun reHa FLT3 (kpoBb)
Onpepgenexune akcnpeccun reHa PCA3
Onpegenenne akcnpeccuu reHa PRAME (kpoBb)
Pak Toncron kunwku n xenygka(komnnekc )_ MK
15.02.04.300poBbIN 06pas KnsHu
"eHeTn4eckas NpeapacnofnoXeHHOCTb K M3ObITOYHOMY BeCy
(c 3aknoyeHrem Bpaya reHeTmka)
MpeppacnonoxeHHocTb K ankoronuamy MK
CKIMOHHOCTb K OXupeHuto(kommnneke ) MK
CnopTuBHas reHeTuka. IHaMBMayanbHble 0COGEHHOCTN Ans
Bblbopa adheKTMBHOIrO 1 6e30MacHOro pexnva
TPEHUPOBOK (C 3aKkMoYeHNem Bpaya reHeTuka)
15.02.05.Penpogykuunsi
MeTabonuam cdonaTos.
MY>KCKOE BECIJIIOAME_MK
®aktop Asoocnepmum (AZF)
15.02.06.KapuotunupoBaHune
AHanua kapmuoTuna KrneTok KOCTHOro Mosra
AHanus kapuoTtuna nMmgoumnToB nepugepmnyecKkomn Kpoeu
AHanuna kapvoTuna NMMoLUTOB Nepudepru4eckon Kposu
MonekynsipHO-LMTOreHeTM4ecKoe nccnegoBaHme
abopTmBHOro Matepuana (XOpuoH, nnaweHTa) (oLeHka
Hanuuus aHeynnouaun (xpomocom 13, 18, 21, X, Y)
PaclumpeHHbIn aHanus kapmoTuna ¢ BbiiBIIEHUEM
XPOMOCOMHbIX abeppauuii (BbiiBNIEHNEe XPOMOCOMHOM
HecTabunbHOCTU, BO3HMKLLEN B pe3yrnbTaTe BO34ENCTBUSA
MyTareHHbIx ¢
15.02.07.XpOMOCOMHbIN MUKPOMaTPUYHBIN aHanuns
XpPOMOCOMHbI MUKpOMaTpu4HbIA aHanud (XMA) Ha JHK-
MUKpomaTpumuax Hu3komn nnotHocth (350 000 mapkepoB)
XpPOMOCOMHbI MUKPOMATPUYHbIA aHanm3 (XMA)
noctHaTanbHbIn Ha OHK-mrkpomaTpuuax H13kom
nnotHocTtu (350 000 mapkepoB) (KpoBb)
XPOMOCOMHbIV MMKpOMAaTPUYHbIA aHanma (XMA)
npeHaTanbHbln Ha JHK-MukpomaTtpuLuax HU3KOM NNOTHOCTH
(350 000 mapkepoB) (aMHMOTUYECKAs XNOKOCTb, BOPCUHbI

XpPOMOCOMHbI MUKPOMATPUYHbIA aHanm3 (XMA)

npeHatanbHbIv Ha JHK-MykpomMaTpuruax HU3KoM NNOTHOCTU

(350 000 mapkepoB) (MynoBMHHAsA KPOBb)
15.02.08.TunupoBaHue reHos HLA Il

TunupoBaHue reHoB HLA II: nokyc DQA 1
TunuposaHue reHos HLA II: nokyc DQB 1
TunuposaHue reHos HLA II: nokyc DRB 1

15.03.TECTbI JHK HA OTLIOBCTBO/ MATEPUHCTBO

15.03.01.NHpopmaLMOHHEBIE NccneaoBaHUS
BnunsHeuoBbIN TecT (2 Yyenoseka)
Tect AHK Ha MaTepuHCTBO (MHGOPMALIMOHHbIW)

Tect AHK Ha maTepuHCTBO (MHOPMALMOHHbLIN) TecT Ha
MaTepUHCTBO C poautensmMu matepu (pebeHok/geayLuxa n
6abyLwwka no matepw)

Tect AHK Ha oTLOBCTBO (MH(POPMALIMOHHIN)

Tect AHK Ha oTUOBCTBO (MHPOPMALMOHHbIN)
Oteun/pebeHok/MaTb (Mpy HamMuuKM GUonorn4yeckon MaTepw)
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26 300

28 760

10 700

19 900

14 000
4 890
4700
4 890
1470

1760

1470

4 380
3870

2370
4 650
2370

7170
7 600

6770
19 320

16 900

16 560

16 560

16 560

16 560

1520
1520
1520

17 500
11 800
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11 800
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30.8.

30.28.
30.29.
30.30.
30.31.
30.32.

GNO0190

GNO0191

GNO0020
GNO0039

GNO0038
GNO0040
GNO0041
GNO0042
GNO0049
GNO0050
GNO0091
GNO0168
GNO0167
GNO0242
GNO0243
GNO0245
GNO0244
GNO0246
GNO0247

GNO0248
GNO0249
GNO0252
GNO0250
GNO0251

GNO0324
GNO0325

GNOO005
GNO0006
GNO0024

GNO0021
GNO0023

GNO0022

GNO008
GNO0009
GNO007

GNO0017

GNO0O076

GNO0015
GNO0014
GNO0013
GNO0026
GNO0027
GNO0025
GNO0011
GNO0010

ch/granfpat

DopPartl
DopPart2
DopPart3
DopPart4
DopPart5

GNO0190

GNO0191

GNO0020
GNO0039

GNO0038
GNO0040
GNO0041
GNO0042
GNO0049
GNO0050
GNO0091
GNO0168
GNO0167
GNO0242
GNO0243
GNO0245
GNO0244
GNO0246
GNO0247

GNO0248
GNO0249
GNO0252
GNO0250
GNO0251

GNO0324
GNO0325

GNOO005
GNO0006
GNO0024

GNO0021
GNO0023

GNO0022

GNO008
GNO0009
GNO007

GNO0017

GNO0O076

GNO0015
GNO0014
GNO0013
GNO0026
GNO0027
GNO0025
GNO0011
GNO0010

Tect OHK Ha oTU0BCTBO (MHOPMaLMOHHbLIN) TecT Ha 7
OTLOBCTBO C poaunTenamu oTua (pebeHok/aeayLika un

6abyLwka no oTuy)

15.03.02.Tect AHK MHpOPMAaLIMOHHbIN, AOMONHUTENBHbIN

[ononHuTenbHbIN y4acTHUK 1 7
Tect AHK nHdOpMaLnOHHbIV, JONONMHUTENBHBIA YYaCTHUK 2|7
Tect OHK nHpopMaLMOHHbIA, AONONHUTENBHbLIN Yy4acTHUK 3 7
Tect AHK nHdOpMaLMOHHbIV, JONONMHUTENBHBIV YYacTHUK 4 |7
Tect OHK nHopMaLMOHHbIA, AONOMHUTENBHbIN Y4acTHUK 5 7

15.04.MHOMBUAOYAJIbHBIE TEHETUYECKUE
3-rnpgpokcu-3-meTunrnytapun-koaHaum A pegyktaza HMGCR: '3
rs12654264
3-rngpokeun-3-meTunrnytapun-koaHanm A pegykrasza HMGCR:
T/G SNP 29

ANKK1: Glu713Lys; DRD2: TaqlA 3
BRCAL: 4153DelA. 3
BRCAL: 5382InsC. 3
BRCAL: A1708E/V; Alal708Glu/Val. 3
BRCAL: Argl699Trp; R1699W. 3
BRCAZ2: 6174DelT. 3
CDH1: C-160A (C-285A) 3
CDH1: C2076T; Ex13-89T>C. 3
CYP1A1l: CYP1A1*2A (Mspl Polymorphism). 3
HLA-komnnekc, rpynna 9 HCG9: rs3823375 3
HLA-komnnekc, rpynna 9 HCG9: rs6904029 3
MutY romoror 1 (E.coli) MUTYH: Gly396Asp (Gly382Asp) 3
MutY romonor 1 (E.coli) MUTYH: Tyr165Cys (Y165C) 3
N-auetuntpaHcdepasa 2 NAT2: C481T 3
N-auetuntpaHcdepasa 2 NAT2: lle114Thr (T341C) 3
3
3
3
3
3
3
3
3
3
3
3
3
3
3

w

N-auetuntpaHcdepasa NAT2: Arg197GIn (G590A)
N-aueTtuntpaHcepasa NAT2: Gly286Glu (G857A)
N-auetuntpaHcdepasa NAT2: Lys268Arg (A803G)
NOD-nogo6Hbin peuentop 2 NOD1: T-160C (G796A)
NOD-nogo6Hbin peuentop 2 NOD2: 3020InsC
NOD-nogo6HbI peuentop 2 NOD2: Arg702Trp (R702W)
NOD-nogo6Hbivi peuentop 2 NOD2: Gly908Arg (G908R)
T-kneTouHbIV nuraHg, youkeutuHa-1 UBASH3A: rs11203203
T-kneTouYHbIV nuraHg youkeutuHa-1 UBASH3A: rs2839511
ApayuvH 1 anbca ADD1: G1378T.

ApnyunH 2 (6eta) ADD2: C1797T

ApeHomaTosHbIn nonunos Toncton kuwku APC: 1061Del5
AneHoMaTo3HbIM nonuno3 ToncTton kuwkn APC: 1309Del5

ApneHomaTo3HbI nonvno3 Toncton kuwkn APC: Glu1317GIn
(E1317Q)

ApgeHomaTto3HbIn nonuno3 Toncton kuwkm APC: lle1307Lys 3
(11307K)

ApvnnoHektuH ADIPOQ: G276T 3
ApunoHektnH ADIPOQ: T45G 3
AnkoronbgerngporeHasa 1B (knacc |) ADH1B: ADH1B*2 3

(Arg48His; Arg47His)
AnbpervonerngporeHasa 2 ALDH2: ALDH2*1/*2 (Glu504Lys; 3
E504K)

Anbda-5-H1KoTMHOBbLIV xonuHeprndeckun peuentop CHRNADS:
Asp398Asn (D398N)

AHrnoteHswuH Il peuentop, Tun 1 AGTR1: A1166C.
AHrnoteHanHoreH AGT: AGT, -6A haplotype (-6G-A)
AHrnoteHanHoreH AGT: Met235Thr (M235T; Met268Thr;
AnonunonpoteunH C-lIl APOC3: C-482T

AnonunonpoTteuH C-lll APOC3: C3238G

AnonunonpoteunH C-lIl APOC3: T-455C
Beta-2-agpeHopeuentop ADRB2: GIn27Glu (Q27E)
beta-2-agpeHopeuentop ADRB2: Gly16Arg (G16R)

w
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GNO0012
GNO0016
GNO0170
GNO0169
GNO0316
GNO0166
GNO0172
GNO0189

GNO0048

GNO0003
GNO0002
GNO001
GNO0159
GNO0161
GNO0160
GNO0162

GNO0148
GNO0147

GNO0146
GNO0107

GNO0109

GNO0108
GNO111
GNO0110
GNO0112
GNO113
GNO0292

GNO0211
GNO0212

GNO0196
GNO0208
GNO0045
GNO0085
GNO0081
GNO0080
GNO0079
GNO0082
GNO0083
GNO0334
GNO0336
GNO0332
GNO0333
GNO0335
GNO0149
GNO0217
GNO0O077

GNO0221
GNO0220
GNO0219
GNO0239
GNO0238

GNO0240
GNO0301

GNO0225

GNO0012
GNO0016
GNO0170
GNO0169
GNO0316
GNO0166
GNO0172
GNO0189

GNO0048

GNO0003
GNO0002
GNO001
GNO0159
GNO0161
GNO0160
GNO0162

GNO0148
GNO0147

GNO0146
GNO0107

GNO0109

GNO0108
GNO111
GNO0110
GNO0112
GNO113
GNO0292

GNO0211
GNO0212

GNO0196
GNO0208
GNO0045
GNO0085
GNO0081
GNO0080
GNO0079
GNO0082
GNO0083
GNO0334
GNO0336
GNO0332
GNO0333
GNO0335
GNO0149
GNO0217
GNO0O077

GNO0221
GNO0220
GNO0219
GNO0239
GNO0238

GNO0240
GNO0301

GNO0225

beta-3-agpeHopeuentop ADRB3: Trp64Arg (W64R)
BupycHbin oHkoreH AKT1: Glu17Lys (E17K)

Femoxpomato3 HFE: Cys282Tyr (C282Y)

Femoxpomato3 HFE: His63Asp (H63D)

"eH-cynpeccop onyxoneBoro pocta TP53: ¢.215C>G
"'manypoHaH-cBasbiBatowmin npotenH 2 HABP2: Gly534Glu
[MaBHbIN KOMNEKC MMCTOCOBMECTUMOCTH, knacc |, A HLA-A:
["naBHbIN KOMMNMNEKC rMcTocoBMecTUMOCTH, knacc |, J
(nceBaoreH) HLA-J: rs4959039
mukosundochaTnannmHo3nTon-cea3aHHbIN 6enok CD14:
C159T; T-259C; C260T

"mukonpoTteuH-P ABCB1: ABCB1*8 (C1236T)
mukonpoTtenH-P ABCB1: C3435T

"mukonpoTtenH-P ABCB1: MDR1*2 (ABCB1*7; G2677T/A)
nytatnon S-tpaHcdepasa Mio1 GSTM1: null genotype
nytaTnoH S-tpaHcdepasa MNu1 GSTP1: Ala114Val (A114V)
nytatnoH S-tpaHcdepasa MNu1 GSTP1: lle105Val (1105V)
nyTtatnoH S-tpaHcdepasa Tetal GSTT1: null genotype

'T® umknorngponasa 1 GCH1: rs10483639

TP umknorngponasa 1 GCH1: rs3783641

'T® umknorngponasa 1 GCH1: rs8007267
OurngponupumnaunH gernaporeHasa DPYD: DPYD*2A
(IVS14+1G>A)

OurngponupumnaunH gernaporeHasa DPYD: DPYD*9A
(Cys29Arg; C29R)

OurngponupumnaunH gernaporeHasa DPYD: Met166Val
HodamuHosbii peuentop D1 DRD1: Ddel Polymorphism
HodamunHosein peuentop D1 DRD1: rs686 (*62C>T)
HodamunHosbin peuentop D2 DRD2: 141Clns/Del (-
HodamnHoebi peuentop D2 DRD2: rs6277

WHrnbutop aktusatopa nnasmmHoreHa SERPINE1: 4G/5G
(PAI1: 4G/5G; Ins/Del G).

WHTerpuH, anbda 2 ITGA2: C807T.

WHTerpuH, 6eta 3 (TpomboumTapHbI rmukonpoTeuH llla)
ITGB3: PIA1/PIA2 (Leu33Pro; T1565C; HPA-1b).
WHTepnenkmnH 10 IL10: A-1082G

WHTepnenknH 6 IL6: G-174C

KanbuutoHuHoBbin perentop CALCR: C1377T (Pro447Leu)
KaTtexon-O-metuntpaHcdepasa COMT: A-98G (-118A>G)
KonnareH tun |, anbda 1 COL1A1: 1663Ins/DelT

KonnareH tun |, anscpa 1 COL1A1: G-1997T

KonnareH tun |, anscpa 1 COL1A1: Sp1-polymorphism
KonnareH tun lll, anbda 1 COL3A1: G2092A (Ala698Thr;
KonnareH tun V, anba 1 COL5A1: C267T (BstUI-
Komnnekc anokecna-penykrassl ButammHa K, cydbegumHuua 1
Komnnekc anokcua-peaykrasbl ButTammHa K, cydobeanHuua 1
Komnnekc anokecna-penykrassl ButammHa K, cydbegmHuua 1
Komnnekc anokcua-peaykrasbl ButammHa K, cydobeanHuua 1
Komnnekc anokecna-penykrassl ButammHa K, cydbegmHuua 1
KoHHekcuH 26 GJB2: 35DelG

JNlaktaza LCT: T-13910C (C/T-13910)

JlektnH, C-tun CLEC7A: Tyr238Ter (Y238X)

JlentuHoBbI peuentop LEPR: GIn223Arg (Q223R)
JlentuHoBbin peuenTtop LEPR: Lys109Arg (K109R)
JlentuHoBbI peuenTtop LEPR: Lys656Asn (K656N)
MeTtuneHTeTparngpodonatpeaykrasa MTHFR: A1298C
MeTtuneHTeTparngpodonatpenykraza MTHFR: C677T
MeTuoHuH cuHTaza MTR: Asp919Gly (A2756G).

MuToxoHapuanbHas cynepokcuaamcmyTasa 2 SOD2: Val16Ala

(V16A)
MoHoamuHokemaasza A MAOA: 30-bp VNTR (L/H)
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GNO0293 GNO0293 HenpoTpaHcMuTTepHbIN NepeHocumk godammnHa SLC6A3: 3 1360
3'UTR 9/10 VNTR (40-bp VNTR)

GNO0294 GNO0294 HenpoTpaHcMuTTepHbIN NepeHocymk godammnHa SLC6A3: 3 910

GNO0295 GNO0295 HelipoTpaHcMuTTEpPHbLIN NepeHocunk godammHa SLC6A3: 3 910

GNO0296 GNO0296 HenpoTpaHCMUTTEPHbIN NepeHocUmK cepoToHuHa SLCBA4: 3 1360

GNO0036 GNO0036 HenpoTponHbin paktop mosra BDNF: Val66Met; V66M 3 910

GNO0268 GNO0268 OnvowngHein peuentop M1 OPRM1: Asn40Asp (N40D; A118G) 3 910

GNO0106 GNO0106 MnaueHTapHbIn 1 npoctatndeckmn DLG DLG5: Arg140Gin 3 910

GNO0326 GNO0326 Monunentng 1A cemerictea YO®D-rnokypoHunTpaHcgepassl 1 |3 910

GNO277 GNO0277 MpoonuomenarnokopTMH POMC: Arg236Gly (R236G) 3 910

GNO0307 GNO0307 MpoTenH 2, nogobHbIN TpaHCKpUNLMOHHOMY chakTopy 7 3 910

GNO0345 GNO0345 MpoTteuH 6, cxogHbii ¢ C1q 1 dhakTOpoM HEKPO3a OMyxornew 3 910
C1QTNF6: rs5756546

GNO0282 GNO0282 MpoTeunH-TuposuHdocgarasa 22 PTPN22: Arg620Trp 3 910

GNO0284 GNO0284 MpoTooHkoreH RET: Cys611 (Cys611Trp) 3 910

GNO0285 GNO0285 MpotooHkoreH RET: Cys618 (Cys618Ser/Arg) 3 910

GNO0287 GNO0287 MpoTooHkoreH RET: Cys620 (Cys620Arg/Tyr/Phe/Trp/Ser) 3 910

GNO0288 GNO0288 MpoTtooHkoreH RET: Cys634 (Cys634Gly/Tyr/Ser/Phe/Arg/Trp) 3 910

GNO0234 GNO0234 Pak npsamow kunwku, HenonunosHbiv (tTvn 2) MLH1: Ala681Thr |3 910

GNO0235 GNO0235 Pak npsiMoi KMLKK, HenonunosHelin (Tun 2) MLH1: G-93A 3 910

GNO0232 GNO0232 Pak npamow kuwku, HenonunosHbiv (tTun 2) MLH1: His329Pro |3 910

GNO0233 GNO0233 Pak npsimoli KuLwikn, Henonuno3Heln (Tun 2) MLH1: Pro648Ser |3 910

GNO035 GNO035 Perynstop anontosa BCL2A1: G141A 3 910

GNO0060 GNO0060 Perynsitop TpaHcMeMGpaHHOM NPOBOANMOCTM MNpK 3 910
mykoBucumnaose CFTR: 1677DelTA (2-bp Del, 1677TA)

GNO0061 GNO0061 Perynsatop TpaHcMembBpaHHOM NpoBOAUMOCTM Npu 3 910
mykoBucumaose CFTR: 2143DelT

GNO0062 GNO0062 Perynsatop TpaHcMemMbBpaHHOM NpoBOAUMOCTM Npu 3 910

GNO0064 GNO0064 Perynstop TpaHcMeMbpaHHOM NPOBOANMOCTM NpU 3 910
mykoBucumnaose CFTR: 3821DelT

GNO0069 GNO0069 Perynstop TpaHcMeMbpaHHOM NPOBOANMOCTM NpU 3 910

GNO0056 GNO0056 Perynstop TpaHcMeMGpaHHOM NPOBOANMOCTM MNpK 3 910
mykoBucumagose CFTR: Arg117His (R117H)

GNO0066 GNO0066 Perynstop TpaHcMeMGpaHHOM NPOBOANMOCTM MNpK 3 910
mykoBucumnaose CFTR: Asn1303Lys (N1303K).

GNO0417 GNO0417 Perynstop TpaHcMeMbpaHHOM NPOBOANMOCTM NpK 3 910
mykoBucumnaose CFTR: del 2,3 (21kb)

GNO0059 GNO0059 Perynstop TpaHcMeMbpaHHOM NPOBOANMOCTM NpK 3 910
mykoBucumnaose CFTR: Del_lle507; Delta 1507

GNOO055 GNOO055 Perynstop TpaHcMeMGpaHHOM NPOBOANMOCTM NpU 3 910
mykoBucumaose CFTR: F508Del; delta508

GNO0418 GNO0418 PerynsTop TpaHcMeMbpaHHOM NPOBOANMOCTM NpK 3 910
mykoBucumaose CFTR: Glu92LyS(E92K)

GNO0065 GNO0065 PerynsTop TpaHcMeMbpaHHOM NPOBOANMOCTM NpK 3 910
mykoBucumaose CFTR: Gly542Ter (G542X)

GNO0067 GNO0067 PerynsTop TpaHcMeMbpaHHOM NPOBOANMOCTM NpK 3 910
mykoBucumaose CFTR: L138Ins.

GNO0057 GNO0057 PerynsTop TpaHcMeMbpaHHOM NPOBOANMOCTM NpK 3 910
mykoBucumnagosde CFTR: Trp128Ter (W1282X)

GN0241 GN0241 Penyktaza MTRR: lle22Met (A66G) 3 910

GNO0329 GNO0329 Peuentop ButammnHa D VDR: A-3731G (Cdx2) 3 910

GNO0328 GNO0328 Peuentop ButammnHa D VDR: b/B (Bsml Polymorphism; 3 910

GNO0330 GNO0330 Peuentop ButammnHa D VDR: Fokl Polymorphism; Ex4+4T>C |3 910

GNO0142 GNO0142 Peuentop ramma-amnHobyTupoBon kucnotbl A (ansda 1) 3 910
GABRAL: rs2279020

GNO0143 GNO0143 PeuenTop ramma-amnHobyTupoBon kucnotbl A (anbda 2) 3 910
GABRAZ2: rs279871

GNO0145 GNO0145 PeuenTtop raMma-amvHoOyT1poBoW KucnoThl A (anesda 6) 3 910
GABRAG: C1236T

GNO0144 GNO0144 Peuentop ramma-amnHobyTupoBon kucnotbl A (anbda 6) 3 910

GABRAG6: rs3219151
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PeuenTop ramma, aktmemMpyembl nponudeparamu
nepokcucom PPARG: Pro12Ala (P12A)

Peuentop menaHokopTuHa (4 Tun) MC4R: Val103lle
PeuenTtop skrogucnnasnHa A2 EDA2R: rs1352015
CynepcemelncTBO peLentopa haktopa Hekpo3a Onyxornewn,
nentug 11b TNFRSF11B: Asn3Lys (G1181C)
CynepcemeicTBo peuenTopa akropa Hekpo3a onyxoren,
nentug 11b TNFRSF11B: T245G (245T>G)

Cynpeccop 1 umToknHosou curHanmsauum SOCS1: rs243327
TpombouuTapHbIi rnvkonpoTeuH b, anbda-nonunentng
GP1BA: Ins/Del (VNTR A, B, C, D)

TpombouuTapHbIi rnvkonpoTeuH b, anbda-nonunentng
GP1BA: T-5C; Kozak sequence

TpombouuTapHbIi rnvkonpoTeuH b, anbda-nonunentng
GP1BA: Thrl61Met (T161M)

®akTop koarynsuum Il (TpombuH) F2: G20210A.

dakTop koarynauum |l (TpombuH) F2: Thr165Met (T165M)
®aktop koarynsauum V (F5 dakTtop Jlengena) F5: Factor V
Leiden (G1691A; Arg506GiIn).

®aktop koarynsauum Xlll (nonunentug A1) F13A1: Val34Leu
(Val35Leu).

dakTop Hekposa onyxonen TNF: TNF-308 (G-308A)
®ennnananvHrugpokcunasa PAH: Arg158Gin (Arg158Pro)
®eHunanannHrngpokcunasa PAH: Arg252Gly (Arg252Trp)
deHunananmHrngpokcunasa PAH: Arg408GIn (R408Q)
deHunananunHrugpokcunasa PAH: Arg408Trp
®ennnananvHrugpokcunasa PAH: lle65Asn (lle65Thr;

d)eHmnahaHMHrmnpOKcmnasa PAH: IVS10-11g>a
®enHnnananvHrngpokcunasda PAH: [IVS12+1g>a
®eHunnananuHrugpokcunasa PAH: Pro281Leu (P281L)
®ubpuHoreH (KoarynsiumoHHbivi chaktop 1) FGB: C-148T

®unbpuHoreH (KoarynaumoHHbii paktop 1) FGB: G-455A (G-

Cbbnnmynocmmynmpyrommﬁ ropmoH, 6eta nonunentug FSHB:

Tyr76Ter (Tyr94Ter; Y76X; Y94X)

XemoknH RANTES CCL5: G-403A; G-470A

Xumasa 1 CMA1: G-1903A (BstXI-polymorphism)

LUntoxpom P450, cemelicTBo 2, nogcemencteo C, nonunentug
Lintoxpom P450, cemelictso 2, nogcemencteo C, nonunentug
9 CYP2C9: CYP2C9*3 (lle359Leu; I359L).

Lintoxpom P450, cemericTBo 2, nogcemencteo E, nonunentung
1 CYP2E1: C-1053T (CYP2E1*5B)

Lintoxpom P450, cemelicTBo 2, nogcemencteo E, nonunentng
1 CYP2E1: G-1293C (CYP2E1*5B)

YeknomnHT-kmHa3a 2 CHEK2: 1-bp Del, 1100C (1100DelC)

YeknowHT-knHa3a 2 CHEK2: Arg181His (R181H)

YeknowHT-knHa3a 2 CHEK2: Glu239Lys/Ter (E239K/X)
YeknowHT-knHa3a 2 CHEK2: 1le157Thr (1157T)
YeknomnHT-kmHasa 2 CHEK2: IVS2+1G>A
OHpoTennanbHasa cuHTasa okcuaa asota, Tun 3 NOS3: 4b/a
VNTR polymorphism (4a/4b)

OHpoTennanbHasa cuHTasa okcuaa asota, Tun 3 NOS3: T-
Onokenarmgponasa 1 EPHX1: His139Arg (A416G)
Onokcnarmgponasa 1 EPHX1: Tyr113His (Y113H)
OcTtporeHosbin peuentop 1 ESR1: Btgl Polymorphism
OctporeHoBbiv peuenTtop 1 ESR1: Pvull (T-397C)
OctporeHosbin peuentop 1 ESR1: Xbal Polymorphism (A-
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